NMepeyeHb N cToMMOCTb
MeAULUHCKUX YCAYT NpeAocTaBafAeMbIX
000 "Komnac 3goposbsa”

6.1
6.2
6.3

6.4

6.5

6.6
6.7
6.8

6.9

6.10

6.11

6.12

NabopaTtopHble uccneaoBaHuA

FTEMATO/IOTMYECKUE UCCNEQOBAHUA
O6uwumit aHanus Kposwu (CBC/Diff - 5 ppakunin neiMkoumToB)
PeTuKynouuTtbl (NpoToyHasa untodiyopomeTpus)
CO3 (no BecteprpeH)
Pa3BepHyTbIN aHanu3 kposwu |: (CO3, neiikounTbl, nenkoumTapHaa ¢opmyna (303MHODUNbI,
MOHOUMTBI, ,AMMPOLUNTbI,NANOYKOALEPHbIE, CETMEHTOAAEPHbIE HeNTpodUAbl)), spuTpounTsl, Hb,
remMaToKpuT, TPOMBOUMTBbI)
Pa3BepHyTbIN aHanu3 kposwu Il: (CO3, nelikoyumel, nelikoyumapHas popmyna, Hb, spumpoyumel,
eeMamokpum, mpombouyumel, cpedHuli 06vem apumpoyuma, cpedHee cooepHaHue 2eMmoasn0buHa 8
apumpouyume, cpedHAA KOHUeHMpayusa 2emozs106uHa 8 sapumpouyume, WUPUHA pacripedesneHus
apumpouyumos no obvemy)
NelikounTtapHas popmyna (MMKpocKonus)
KnnHunueckuit aHanms kposu (CBC/Diff - 5 ppakumii neinkouymntos) + COd
OcmoTUYEeCKasa CTOMKOCTb 3pUTPOLUTOB (aHEMMK)

O6bwwit aHanms kposu (CBC/Diff - 5 dppakumnin NeMKounToB) - KaNMANAPHANA KPOBb

PeTnkynoumTtbl (NPoTOYHAs UMTODNYOPOMETPUSA) - KANUNNAPHAA KPOBb

CO3 (no BecTeprpeH) - KanuanapHasa KpoBb

NelikounTtapHas popmyna (MMKpOCKONMA) - KaNUANAPHAA KPOBb

MMMVHOI'eMaTOHOI'MFI

KOMTAC ﬂ'

3J0r0OB5%

CpoOK ucnosiHeHuA B CronmocTb
pabounx aHAx mea/ycnyru (py6)

1-2 p.a. 240
1-2 p.a. 160
1-2 p.a. 160
1p.a. 350
1p.a. 380
1-2 p.a. 220
1-2 p.a. 350
5-6 p.a. 1.400
1-2 p.a. 250
1-2 p.a. 200
1-2 p.a. 150
1-2 p.a. 200



7.1
7.2
7.3
7.4

7.5
7.6
7.7

8.1

8.2

8.3

8.4
8.5
8.6
8.7
8.8
8.9
8.10
8.11
8.12
8.13
8.14
8.15
8.16
8.17

lpynna Kposwu + pesyc paktop (RhD)

lpynna Kposu + pesyc ¢paktop (RhD) aKcnpecc
AHTureHbl cuctemsl Kell

ANNOVMMMYHHbIe aHTUIPUTPOLUTAPHbIE aHTUTeNa (B HenpaMol peakunn Kymbca, BKAtovas aHTU-pesyc AT)

TuTp aHTUTEN K aHTUreHam Rh (K aToMmy nccnesoBaHuio obasaTeneH 3akas AHTUTeNa K aHTUreHam Rh)
deHoTUNMpPOBaHME 3puTpoumToB (onpeaeneHune aHtureHos C,c, E, e, CW, K u k)
AHTUTENA K pe3yc-paKTopy (aHTUTEeNa K Rh-dakTopy)

BUOXMMMUYECKUE UCCNNEAOBAUA KPOBU
Buoxnmmyeckmne nccnenoBaHma KPOBU MUHMMANbHBIY Npoduab (06wWmMii 6eN10K, MOYEBMHA, KPeaTEHWH,
6unmMpybuH obwnin, Gunnpybun npamoit, xonectepuH, AT, ACT, wenoyHaa pocdoTasa,
KaJInn,HaTPUIA, Kanbunii, xnopuabl, ramma M (I'TT), raokosa)
Buoxmmmyeckune nccneaoBaHUsA KPOBM CTaHAAPTHbIM Npodunb (06wuii 6enok, anbbyMuHbl, ammnnasa,
MOYEBWUHA, KpeaTeHUH, bunnpybuH obwmii, bunmpybun npamon, xonectepuH, AT, ACT, wenoyHas
docdoTasa, Kanui, HaTpui, Kanbuuia, INHN, INBM, Tpuranuepuabl, rOKo3a)
Buoxnmmnyeckmne nccnenoBaHmA KPOBU pacluMpeHHbii  npoduab (06wmii 610K, anbbymuHbl, MOYEeBMHA,
KpeaTeHWUH, bunnpybun obwmin, bunnpybumH npamon, xonectepu, JINMHM, INBN, Tpurnavuepugbl, ANT, ACT,
wenoyHasa ¢ocdoTasa, amunasa, Kaimin,HaTPUI, KanbLKit, }Keneso, rnokosa, 141, xnopuabl, ramma M (ITT))

depmeHTbI
ANT (anaHMHamuMHOTpaHchepasa)
ACT (acnapTaTamuHoTpaHcdepasa)
[T (ramma-rnyTammaTpaHcnenTuaasa)
LWenoyHan docdaTasa
XonuHacTepasa
rnAar (rnytamatgermaporeHasa, GLDH)
Anbda-amunasa
Anbda-ammunasa naHKpeaTMyeckasn
Nlvnasa
NAr (nakrataerngporeHasa)
NAr-1-2 (rmapokcnbytupataerngporeHasa)
KpeaTnHdochokunHasza
KpeatnHdochoknHaza MB-dppakumsa
Kucnasa ¢ocdatasza obuwan

1-2 p.Aa.
6 yacos
1-2 p.Aa.
1-2 p.Aa.

1p.4.
1-2 p.Aa.
7-8 p.4o.

1-2 p.Aa.

1-2 p.Aa.

1-2 p.Aa.

1-2 p.Aa.
1-2 p.Aa.
1-2 p.Aa.
1-2 p.Aa.
1-2 p.Aa.
1-2 p.Aa.
1-2 p.Aa.
1-2 p.Aa.
1-2 p.Aa.
1-2 p.Aa.
1-2 p.Aa.
1-2 p.Aa.
1-2 p.Aa.
1-2 p.Aa.

500
850
400
350

900
1.100
1.000

2.200

2.450

2.700

110
110
120
110
150
280
150
200
200
150
150
150
550
200



8.18
8.19
8.20
8.21
8.22
8.23
8.24
8.25

8.26
8.27

8.28
8.29

8.30

8.31
8.32

8.33

8.34

8.35

8.36

8.37

MapKepbl pyHKLUMN NOYEK
KpeaTuHUH
MoueBuHa
MoueBas Kucnota
Bunnpybun obwmin
BunnpybuH npamon (KOHbIOrMPOBaHHbIN)
®pakunmn bunmnpybuHa (0bWwmin, Npamon, Henpamo)
BunnpybuH Henpamoii
enyHble KNCNOTbI
O6meH 6enkos
O6bwmnit benok
AnbbymuH
UncratnuH C
Benkosble ppakumm (anekTpodopes)
O6meH yrnesonos

Fnoko3a

[NMKO3UNMPOBaAHHbIN remornobuH (HBA1c)
®pyKTO3aMUH

[NOKO30TONIEPAHTHbIN TECT COKPALLEHHbIN (F1H0KO3a HaTOLLLAK, FH0KO3a Yepes 2 Yyaca Noc/ie Harpysku)

[NOKO30TONIePaHTHbIN TecT 6a30BbIl (FHOKO3a HATOLLAK, FNOKOo3a Yepes 1 yac 1 yepes 2 yaca nocne

Harpyskm)

[NOKO30TONIEPAHTHbIN TECT PACLUMPEHHbIN (rNtoK03a, MHCYNMH, C-NenTma HaTOoLWaK W Yepes 2 Yaca nocne

Harpyskm)

MNpoounb NHaekc HOMA-IR (OugeHKa MHCYIMHOPE3UCTEHTHOCTM: [/1I0K03a (HaToLaK), MHCYINH (HaTowak),

pacyeT nHgekca HOMA-IR )

NakTat (Mono4YHas KucnoTa)

1-2 p.Aa.
1-2 p.Aa.
1-2 p.Aa.
1-2 p.Aa.
1-2 p.Aa.

1p.4.

1-2 p.Aa.
1-2 p.Aa.

1-2 p.Aa.
1-2 p.Aa.

3-4 p.A.
3-4 p.A.

1-2 p.Aa.

1-2 p.Aa.
1-2 p.Aa.

1-2 p.Aa.

1-2 p.Aa.

1-2 p.Aa.

1-2 p.Aa.

1-2 p.Aa.

100
100
180
100
110
120
150
1.700

140
120

1.800
500

120

450
250

200

250

1.300

600

450



8.38
8.39
8.40
8.41
8.42
8.43
8.44
8.45
8.46
8.47
8.48

8.49

8.50
8.51
8.52
8.53
8.54
8.55
8.56

8.57

8.58

8.59
8.60
8.61
8.62
8.63
8.64
8.65

O6meH aMnupos
XonectepuH obLnit
Tpurnnuepugpbl
JNlnnonpoTteunHbl BbicoKow naotHocTw (JIMNBM, HDL)
NlnnonpoTteunHbl HM3KoM naoTHocTM (JIMHM, LDL) - npamoe onpegenexHune
JlnnonpoTeunHbl o4eHb HU3KOM naoTHocTu (JIMOHM, VLDL)
NHAaeKc aTeporeHHOCTH
NnnonpotewH (a), Lp(a)
AnonunonpotenH Al
AnonvnonpoTtenH B
dnekTpodopes MMNUAOB C PaCHETOM TPUTINLEPUAO0B
dnekTpodopes AMNUAOB C PaCHETOM XONecTepMHa
dnekTpodopes MMNNAOB C TUNUPOBAHMEM TMNEPAUNUAEMUN

INEeKTPONAUTbI U MUKPO31eMEHTbI
Kanuin, Hatpuin, Xnop (K+, Na+, Cl-)
Kanuit
HaTtpui
Kanbuuit MIOHM3NPOBaHHbINM (Ca++)
Kanbunii obwmi

dochop
MarHuit
Natonoruueckue popmbl remornobuHa
Kapb6okcuremornobuH
MeTtremornobuH
O6meH enesa
Keneso cbIBOpOTOUHOE

*enesoceasbiBatowan cnocobHocTb cbiBopoTkn (OXKCC)
TpaHcdeppuH

deppyUTHH

HeHacblweHHas xenesocsasbiBatowan cnocobHoctb (UIBC)
PacTBopumbIl peuenTtop TpaHcheppuHa (pTd)

NHAeKc HacbiweHMA TpaHchepmHa xKenesom

1-2 p.Aa.
1-2 p.Aa.
1-2 p.Aa.
1-2 p.Aa.
1-2 p.Aa.
1-2 p.Aa.
1-2 p.Aa.
1-2 p.Aa.
1-2 p.Aa.
7-8 p.4o.
8-9 p.a.

9-10 p.A.

1-2 p.Aa.
1p.4.
1p.4.

1-2 p.Aa.

1-2 p.Aa.

1-2 p.Aa.

1-2 p.Aa.

4p.4.

4p.4.

1-2 p.Aa.
1-2 p.Aa.
1-2 p.Aa.
1-2 p.Aa.
1-2 p.Aa.
7-8 p.A.
1-2 p.Aa.

130
120
130
150
200
120
650
250
250
3.500
3.500

5.500

200
320
320
250
120
170
100

700

700

100
110
420
600
100
1.500
400



8.66
8.67
8.68

8.69

8.70
8.71
8.72
8.73
8.74
8.75
8.76
8.77
8.78
8.79
8.80
8.81
8.82
8.83
8.84
8.85
8.86
8.87

8.88

8.89

8.90

8.91

ButamuHbl
ButamuH B12
donunesas Knucnota (Butamux B9)
25-OH ButamuH D ob6wmin (25-ruapoKkcmkanbumdepon)
ButamuH D: 25-OH D2 (25-ruapokcuaprokansumndepon) n 25-OH D3 (25-ruapokcuxonekansumdepon)
PA3OE/IbHO
Cneunduueckue 6enku
C-peaKTuBHbIM 6€/10K (BbICOKOUYYBCTBUTENbHbIN)
AHTuctpentonmsmu O (ACN-0)
PeBmaTongHbI pakTop
Anbda-1-aHTUTPUNCKH
Anbda-1-KMucnbli TIMKONPOTEUH (cepomyKona,)
MpeanbbymnH
lFanTornobuH
LepynonaasmuH
flomouuncrenH
beTta-2-MukpornobynuH
Anbda-2-MakpornobynmH
Kanna-uenn nmmyHornobynmHoB B CbiIBOPOTKe
Nambpa-uenn MmyHornobyanHoOB B CbIBOPOTKe
MPOKaNbLUMUTOHUH (AMArHOCTMKa baKTepuranbHbIX MHOEKLMI, cencuca)
HeonTepuH (AnarHoCTMKa BUPYCHbIX MHPEKLMIA, TyDepKynesa)
NT-npoBNP (N-TepmMUHanbHbIN MO3roBOI HaTPUNypeTUYECKNiA NnponenTma)
TPONOHMH |
Mwuornobun
UccnepoBaHme cBepTbiBalOLWLEN CUCTEMDbI

Koarynorpamma (KomnnekcHoe nccnegoBaHue): npoTpombuH no Keuky (MHO), AYTB, TpombuHoBOE Bpems,

¢nbpuHoreH

KomnneKkcHoe nccnegoBaHune cuctembl remocrtasa: AYTB, POMK (ODT), TpombuHosoe Bpems, NTU (no
KBuKy), dnbpunHoreH, TpombounTbI.

Koarynorpamma pacwmpeHHas (KomnnekcHoe ucciegoBaHume): npotpombuH no Kemnky (MHO), A4TB,
TpomburHoBOE Bpems, pubpuHoreH, aHTUTpoMmbMH llI, A-anmep

MpoTpombuH (no Keuky) + MHO

1-2 p.Aa.
1-2 p.Aa.
1-2 p.Aa.

6-7 p.Ao.

1-2 p.Aa.
1-2 p.Aa.
1-2 p.Aa.
1-2 p.Aa.
1-2 p.Aa.
1-2 p.Aa.
1-2 p.Aa.
1-2 p.Aa.
1-2 p.Aa.
1-2 p.Aa.
1-2 p.Aa.

3 p.Aa.
3 p.Aa.

1-2 p.Aa.
8-9 p.a.
1-2 p.Aa.
1-2 p.Aa.
1-2 p.Aa.

1-2 p.Aa.

1p.4.

1-2 p.Aa.

1-2 p.Aa.

360
380
1.600

3.300

280
180
250
600
1.000
450
400
520
800
800
500
1.400
1.300
1.700
2.400
1.600
1.000
820

700

500

1.100

200



8.92

8.93

8.94

8.95

8.96

8.97

8.98

8.99

8.100

8.101

8.102

8.103

8.104

9.1

9.2

9.3

9.4
9.5

9.6
9.7

9.8

9.9

MexayHapoaHoe HopMannsoBaHHoe oTHoweHue (MHO)
Bpems ceepTtbiBaHua no Cyxapesy (BCK)

AYTB (aKTMBMpPOBaAHHOE YaCTUYHOE TPOMbBONIACTUHOBOE BpeMs)
POMK

TpombuHoBOe Bpems

MpotpombuHosoe Bpems / nngekc (MTB/MNTU)
®dunbpuHoreH

AHTUTPOMBMH Il

D-aumep

MpoTteunH S

Mpotenn C

BonuaHOYHbIN aHTUKOArYNAHT

dakTOop cBepTbiBaHMA BunnebpaHaa

AHA/IN3bl MO4U
O6wWwMmit aHanM3 moumn
AHanNM3 moum No 3MMHULLKOMY
O6wmin aHann3 moum - "3-x ctTakaHHasa npoba”
AHannMs moyum no HeunnopeHko
AHanu3 moum Ha MMKObaKkTepumn Tybepkynésa (MMKpockonms)
benkun B moue
O6wmit 6enok B moye (pasoBasa nopuus)
O6wmit 6enokK B CYyTOYHOM MoYe

MuKpoanbbymuH B moye (pasosas nopums). Mpu ogHOBpeMeHHOM 3aKase ¢ 24-85-001 KpeaTUHWH B mouye
(pasoBas nopumsn), 6ecnnaTHo BbiNoAHAETCA ANbOYMUH-KpeaTUHMHOBOE cooTHoweHue (ACR)

MunKpoanbbymMnH B CYyTOYHON Moye

1p.4.

1p.4.

1-2 p.Aa.

1p.4.

1-2 p.Aa.

1p.4.

1-2 p.Aa.
1-2 p.Aa.
1-2 p.Aa.
7-8 p.4o.
7-8 p.4o.
1-2 p.Aa.
5-6 p.a.
1-2 p.Aa.
1-2 p.Aa.
1-2 p.Aa.

1-2 p.Aa.
1-2 p.Aa.

1-2 p.Aa.
1-2 p.Aa.
1-2 p.Aa.

1-2 p.Aa.

170

170

150

100

150

170

170

250

700

2.600

1.100

850

1.400

220

560

1.200

240
200

120
120

360

360



9.10 3nekTpodopes 6enkos moun 1-5p.a. 1.400

9.11 beta-2 MuKpornobynmH B moye (pasosas nopums) 1-2 p.4. 830
Buoxumuueckue uccnesoBaHUA MOUU
9.12 T[noKo3a B moYe (pa3oBas nopuums) 1-2 p.Ao. 130
9.13 T[ntoKO3a B CYTOYHON MoYe 1-2 p.o. 130
9.14 Anbda-ammnasa B moye (pasoBas nopumsa) 1-2 p.Ao. 150
9.15 Anbda-amunasa naHKpeaTnyeckasa B moye (pasosas nopums) 1-2 p.a. 180
916 KpeaTHuH B Moye (pasosas nopumsa). Npu ogHoBpeMeHHOM 3aKase ¢ 22-85-011 MuKpoanbbyMunH B moye 1.2 150
' (pasoBas nopums), 6ecnnaTHo BbiNoAHAETCA ANbOYMUH-KpeaTUHMHOBOE cooTHoweHue (ACR) P-A.
9.17 KpeaTWHMH B CYyTOYHON MmoYe 1-2 p.o. 150
9.18 [llpoba Pebepra (KAMPEHC 3HAOreHHOro KpeaTUHUHA) 1-2 p.Ao. 180
9.19 MoueBuMHa B Moue (pa3oBas nopums) 1-2 p.Ao. 150
9.20 MoueBMHa B CyTOYHOM MoYe 1-2 p.a. 150
9.21 MoueBas K1Mc10Ta B Moye (pa3oBas nopumsa) 1-2 p.Ao. 150
9.22 MoueBas KMCNOTa B CYTOYHOM Mo4e 1-2 p.a. 150
9.23 Kanuin, Hatpuin, Xnopuapl (K, Na, Cl) B moue (pa3osas nopums) 1-2 p.Ao. 220
9.24 Kanuin, Hatpuir, Xnopuabl (K, Na, Cl) B cyTouHOM moye 1-2 p.Ao. 220
9.25 Kanbuuit B CyTOYHOM MoYe 1-2 p.a. 150
9.26 Kanbuuii B Mmo4ye pa3oBol (Tonbko ans geteit go 5 net!) 1-2 p.Ao. 150
9.27 ®docdop B moye (pa3oBas nopuus) 1-2 p.4. 160

9.28 ®docdop B CYyTOYHOM Mouye 1-2 p.o. 160



9.29

9.30
9.31

9.32

9.33

9.34

9.35
9.36
9.37
9.38
9.39
9.40
9.41
9.42
9.43
9.44
9.45
9.46

9.47
9.48
9.49

10.1

MarHuit B moye (pa3oBas nopums)

MarHui B CyTOYHOM mo4e

OKcanaTtbl B CyTOYHOM MoYe

NccnepoBaHMe NNTOreHHbIX CyBCTaHLUMA  pPa3oBOM MouM (KanbLMin, MarHniA, modyeBas Kucnota, pocoop,
OKcanaTtbl, LMTPaTbl, KpeaTUHUH, pH)

NccnepoBaHMe NUTOrEHHbIX CyOCTaHUMA  CYTOYHOM MOYM (KanbLWi, MarHuii, moveBas Knucnota, ¢ocodop,
OKcanaTtbl, LMTPaTbl, KpeaTUHUH, pH)

XMMMYECKUIA aHaNM3 MOYEBOrO KaMHS (CnekTpockonus)

FopmoHbl U meTabonuTtbl B Moue
KopTnson B cyTouHOM moye
C-nenTnAa B CYTOYHOM moye
MeTaHedpuHbl 0buime (cBo6oAHbIE N CBA3AHHbIE) B CYTOYHOM MoYe
MeTaHedpuHbl cBOHOAHbIE B CYTOYHOM Moye
HopmeTaHedpuHbl 0buime (cBO6OAHbIE U CBA3AHHbIE) B CYTOYHOM MoYe
HopmeTaHedpnHbl cBOHOAHbIE B CyTOYHOM MoYe
AZpeHanunH B CyTOYHOM MoYe
HopaapeHanuH B cyTo4YHON moYe
JobaMuH B cyTOYHOM Moue
5-OKCMMHAO0NYKCYCHAA KNCNOTA B CYTOYHON MoYe
CepOoOTOHWH B CyTOYHOM MoYe
TMCTaMMH B CYTOYHOM Moye
CTeponaHblii NPodUIb CYTOYHON MOUYM (KOMMIEKCHbIM aHanm3 17-KeTocTepouraoB): aHAPOCTEPOH,
aHAPOCTEHAMOH, AerMapo3NMaHAPOCTEPOH, 3STUOXOAHOOH, SNMAHAPOCTEPOH, TECTOCTEPOH
KaTexonamuHbl - 4 napameTpa B KOMNeKce (aapeHanvH, HopaapeHaavH, 4odammH, CEpOTOHMH), MoYa
3cTporeHbl M X MeTabonnTbl B Mode (10 noKasaTtenei): acTpagmon, aCTPoH, acTpuon, 16a-OHEL, 2-OH-E2, 2-
OH-E1, 2-OMe-E1, 4-OMe-E1, 4-OH-E1, nperHaHAMOA 1 pacYeT COOTHOLLUEHWUI B MoYe
FTOPMOHA/IbHbIE UCCNEOQOBAHUA
LnToBnAaHanA Kenesa
TTT 4yyBCTBUTENbHBIV (TMPEOTPONHbI TOPMOH)

1-2 p.Aa.

1-2 p.Aa.
3 p.Aa.

7-8 p.4o.

1-2 p.Aa.
1-2 p.Aa.
7-8 p.4o.
7-8 p.4.
7-8 p.4o.
7-8 p.A.
4-5 p.o.
4-5 p.o.
4-5 p.o.
7-8 p.4o.
7-8 p.4o.
7-8 p.A.

4-5 p.o.
5-6 p.a.
9-10 p.A.

1-2 p.Aa.

160

160
1.300

3.200

3.200

2.300

720
450
1.000
1.650
1.150
1.450
1.200
1.200
1.200
3.500
1.300
1.800

2.500
2.000
7.500

200



10.2
10.3

10.4
10.5
10.6

10.7
10.8

10.9

10.10
10.11
10.12
10.13
10.14

10.15
10.16

10.17
10.18
10.19

10.20
10.21
10.22
10.23

10.24

10.25
10.26

10.27

TTT 4yyBCTBUTENbHBIV (TMPEOTPONHbI TOPMOH) aKcnpecc

T4 cBO6OAHDIN

T4 cBO6OAHDIN

aKcnpecc

T3 cBO6OAHDIN

T3 cBO6OAHDIN

aKcnpecc

AHTUTENA K TUpeornobynnny (aHTn-Tr)
AHTUTENa K Tupeonepokcuaase (aHtu-TMO)

AHTUTENA K TUpeonepoKcnaase (aHTn-TNO) aKcnpecc

AHTuTena K peuentopam TTT

TupeornobynuH

T4 obwmmn

T3 0bwmmn

TecT nornoweHna TMpeonaHbIX FOPMOHOB
MonoBblie ropMoHbI U 6enku

MponakTuH

MponakTuH

aKcnpecc

MponaKktuH ceoboaHbIN

MakponponakTuH

JNioTemHnsunpyowmin ropmoH (/)

JNioTemHunsunpyowmin ropmoH (/) aKcnpecc
donnnkynoctumynnpyowmin ropmoH (OCr)
donnnkynoctumynnpyowmin ropmoH (OCr) aKcnpecc

3cTtpaauon (E2)
3cTtpaauon (E2)
aKcnpecc

3cTtpunon ceoboaHbIn (E3)
MporectepoH
MporectepoH

aKcnpecc

6 yacos
1-2 p.Aa.
6 yacos
1-2 p.Aa.
6 yacos
1-2 p.ga.
1-2 p.Aa.
6 yacos

1-2 p.Aa.
1-2 p.Aa.
1-2 p.Aa.
1-2 p.Aa.
1-2 p.Aa.

1-2 p.Aa.
6 yacos
3 p.Aa.

4-5 p.o.
1-2 p.Aa.

6 yacos
1-2 p.Aa.
6 yacos
1-2 p.Aa.
6 yacos
3-4 p.A.
1-2 p.Aa.

6 yacos

400
200

570
220
400

400
470

700

1.250
450
350
300
850

300
450

250
1.150
250

550
250
550
350

700

600
350

590



10.28

10.29
10.30
10.31

10.32

10.33

10.34

10.35

10.36
10.37
10.38

10.39
10.40
10.41

10.42

10.43

10.44

10.45

10.46

17-OH-nporectepoH

NHrmbumH B

AHTUMIONNEPOB ropmoH (AMH/MIS)

TecTtocTepoH

BroaoCTYyNHbIN TECTOCTEPOH C onpeaeneHnem obLero TeCTOCTEPOHa, aibbyMuHa U CTEPOUNA-CBSA3bIBAIOLLETO
rnobyanHa n pacyeTom MHAEKCA CcBOOOAHbBIX aHAPOreHOB 1 CBOOOAHOIO TECTOCTEPOHA

PacyeTHbI cBO6OAHbIN TECTOCTEPOH C onpeaeneHnem obL,ero TeCTOCTEPOHA U CTEPOMACBA3bIBAIOLLENO
rnobynunHa

nobynuH, cBA3bIBatOLWMIA NON0BbIE TOPMOHbI (SHBG)

Mpodunb «MHAEKC cBOBOAHDBIX aHAPOTEHOBY

1 - TectoctepoH

2-rcnr

3 - UHaeKc cBo6OAHbIX aHAPOreHOB

TecTocTepoH cBo60AHbIN

AurngportectoctepoH

XOPUMOHUYECKNI TOHAAOTPONMH YenosekKa (XIM4)

XOPUMOHUYECKNI TOHAAOTPONMH YenosekKa (XIM4) aKcnpecc
AccouMMpPOBaHHbIN C 6epeMeHHOCTbIO N1a3MeHHbI 6enok A (PAPP-A)

MnaueHTapHbIM NaKTOreH

Mapkepbl npeaknamncun: PIGF (nnaueHTapHbI pakTop pocTa YenoseKa), sFlt-1 (pactBopumas fms-
noaobHaa TMPO3UHKKMHA3a-1), cooTHoweHwue sFIt-1/PIGF

CeobopgHana b-cybbeanHmnua Xrd

MpeHaTtanbHaa 6uoxmMmuyeckan AMarHOCTUKa
MpeHaTaNbHbIA CKPUHUHT Tpucomuit |- Tpumectp (11 - 13 Hepenb + 6 aHelt): 6enok PAPP-A, beta-XI4
(cBoboaHanA cybbeanHMLa); NPUNOKUTL AHKETY C 3aKNH0YEHWEM TMHEKo/10ra U AaHHbiMK Y3W: KTP, TBN,
BM3YyanM3aumMA HOCOBOM KOCTH
MpeHaTanbHbIA CKPUHUHT Tpucomui |- TpumecTp (14 - 19 Hepenb + 6 gHelt): Anbda-petonpoTtenH (APN),
XOPUMOHUYECKNI roHaaoTponuH (XMY);
NPUAOXKUTE AHKETY C 3aK/t04EHNEM FTMHEKOI0Tra U AaHHbIMK Y3U II-ro TpumecTtpa (BIMP)
MpeHaTanbHbIM CKPUHUHT, | TpumecTp (10-13 Heaenb) - PRISCA [*
(*TpebyeTcs 3anonHeHMe aHKeTbl + Y3N)

1-3p.a.

4-5 p.o.
3-4 p.A.
1-2 p.Aa.

3 p.Aa.

3 p.Aa.

1-2 p.Aa.

1-2 p.Aa.

4-5 p.o.
4-5 p.o.
1-2 p.Aa.

6 yacos

1-2 p.Aa.
10-11 p.A4.

5-6 p.a.

1-2 p.Aa.

2-3 p.Ao.

2-3 p.Ao.

2-3 p.Ao.

400

1.000
1.300
350

550

440

420

650

650
850
300

600
800
850

4.000

700

1.350

650

1.500



10.47

10.48
10.49

10.50
10.51

10.52

10.53
10.54
10.55

10.56

10.57

10.58
10.59

10.60

10.61

10.62

10.63

10.64

10.65
10.66

10.67

MpeHaTanbHbIM CKPUHUHT, || TpumecTp (14-20 Heaens) - PRISCA I1*
(*TpebyeTcs 3anonHeHMe aHKeTbl + Y3N)

FopMOHbI HaANOYEYHMUKOBOI CUCTEMDI
KopTtuson

KopTtuson

KopTtnson B cntoHe
OernaposnunangpoctepoH-cynbdat (4MIA-C)

AZpPEHOKOPTUKOTPOMHbIN ropmoH (AKTT)

AHOpPOCTEHAMOH
AHAOPOCTEHAMON TNIOKYPOHNA,
AnbaocTepoH

PeHuH (Nnpamoe onpegeneHune)

AnbAoCTepOH-peHNHOBOE CoOOTHOLWeHMe (APC)

FOpMOHbI U MapKEpPbI NOAKENYA0UYHOMN Kenesbl
NHcynnH
C-nenTtung,
AHTUTENa K 6eTa-KNeTKamM NoAKenyao4yHom Kenesbl (AT K ocTpoBKam JlaHrepraHca)
AHTUTENa K rnyTamataekapbokcunase (GAD)
AHTUTENA K UHCYNIUHY
MponHcynmH

FopMmOHbI U MapKEpbI Kenyaka

FacTpuH-17 CTUMYNMPOBAHHbIN
MencuHoreH-|
MNencuHoreH-I|

aKcnpecc

FacTponaHens (KOMNAEKCHOE uccnegoBaHue): racTpuH-17 6asanbHbli, nencuHoreH |, nencuHoret I, AT K

Helicobacter pylori (konny.), 3akntoueHme

2-3 p.Ao.

1-2 p.Aa.

6 yacos

7-8 p.4o.
1-2 p.Aa.

1-2 p.Aa.

1-2 p.Aa.
7-8 p.4o.
1-2 p.Aa.

1-2 p.Aa.

1-2 p.Aa.

1-2 p.Aa.
1-2 p.Aa.

3-6p.Aa.
3-6p.Aa.

3-6p.Aa.

10-11 p.A.

7-11p.a.

7-8 p.4o.
7-8 p.A.

7-11p.a.

1.300

350
500

800
350

600

650
1.000
1.350

1.250

2.500

450
450

1.600

1.800

1.400

850

3.700

600
1.500

5.700



10.68

10.69
10.70
10.71
10.72
10.73

10.74

10.75

10.76
10.77

10.78

10.79
10.80

10.81

10.82

111
11.2
11.3
11.4
11.5

lacTponaHenb pacwmnpeHHas (KOMNJIEKCHOe uccnegoBaHMe): racTpuH -17 6a3anbHbIi, racTpuH-17
CTUMYNMPOBaHHbIN, nencuHoreH |, nencuHoreH ll, AT K Helicobacter pylori (konny.), 3aknoueHue

FopMOHbI U MapKépbl KOCTHOro meTaboaunsma (ocreonopos)
MapatTnpeonaHbli FOPMOH (NapaTropMOoH), MHTaKTHbIM
KanbUWTOHMH
Ocrtasa (KocTHana weno4yHas ¢ocdartasa)
OcTeoKanbuuH
C-KoHUeBble TenonenTuabl KonnareHa (Beta-Cross Laps)

Mapkep dopmmnpoBaHmna KOocTHOro matpukca PINP (N-TepmuHanbHbIM NponenTug npokoanareHa 1 tuna)

ONnromepHbI MaTpPUKCHbIN 6enok xpsawa (COMP) (mapkep pemoaenvpoBaHuns CyCTaBHOMO XPALLa;
ANArHOCTMKa OCTeoapTpo3a)

FopmoHbI pocTa
ComaToTponHbI ropmoH (CTT)

NHcynnHonoao6HbIn ¢pakTop pocta | (MMNPP-1; ComatomeanH C)
FOPMOHDI }KUPOBOI TKAHU

NlentnH

BuoreHHble aMUHbI
CepOTOHMH
fMctamuH
KaTexonamuHbl - 4 napameTpa B KOMNeKce (aapeHanvmH, HopaapeHanvH, 4odammH, CEPOTOHMH), KPOBb

FOpMOHbBI 3pUTPONO33a U MapKEpPbl aHeMumn
SpUTPONOSTUH
MAPKEPbI ONYXOJIEBOIO POCTA

Anboda-petonpotenH (ADM)

MpocTaTnyeckuii cneunduyeckunii aHtureH obwmin (MCA obwmit)
MpocTaTnyeckuii cneunduyeckunii aHtureH ceobogHbin (MCA cBoboaHbIiM)
PakoBo-aMbpuoHanbHbI aHTUreH (PIA)

AHTUreH NNI0CKOKNETOYHOM KapuuHombl (SCC)

7-11p.a.

1-2 p.Aa.
1-2 p.Aa.
1-2 p.Aa.
1-2 p.Aa.
1-2 p.Aa.
1-11p.a.

8-9 p.a.

1-2 p.Aa.
1-2 p.Aa.

10-11 p.A.

7-8 p.4o.
7-8 p.4o.

5-6 p.a.

1-2 p.Aa.

1-2 p.Aa.
1-2 p.Aa.
1-2 p.Aa.
1-2 p.Aa.
1-2 p.Aa.

9.500

550
800
1.450
650
750

1.450

2.100

550
900

750

1.350
1.350

2.500

950

400
400
450
450
1.450



11.6
11.7
11.8
11.9
11.10

11.11

11.12
11.13
11.14
11.15

11.16

11.17

12.1
12.2

12.3

12.4
12.5

12.6
12.7
12.8

CA 125

HE-4

NHpoekc ROMA: onpeaeneHne pucka passutua onyxonun amyHukos (HE-4 + CA 125)
CA 15-3

CA72-4

CA 242

CA 19-9

Cyfra-21-1

HenpoHcneuundumueckan sHonasa (NSE)
benok S-100

[AnarHoctnka mmenomHon 6onesHn (KomnnekcHoe nccnegosaHue): UmmyHornobynunsl IgG, IgM, IgA, IgE;
MapanpoTeunHbl B CbIBOPOTKE U B MoYe (MMMyHOo31eKTpodopes); Kanna n nambaa nerkue uenm

MMMYHOTN06YIMHOB B CbIBOPOTKE (KONY.)

UBC Il (mapKép paka mo4eBOro nysbips) B moye

NHAaekc 3a40poBba npocTaTbl: PSA obwmnii, PSA cBoboaHbIN, % cBoboaHoro PSA, -2 proPSA, PHI

MHOEKUMNOHHAA CEPOIOINA
MHOEKLUUU BUPYCHbIE
BUY-undpekuyma (HIV)
BMNY-Kombo (HIV): AT K BUpYycy MmMMyHoaeduLMTa YenoBeKka 1, 2 + aHTUreH
BMNY-Kombo (HIV): AT K BUpYycy MmMMmyHoaeduLmMTa YenoBeKka 1, 2 + aHTUreH
aKcnpecc

AHTuTena K BUY-1,2+aHtureH p24 (UDA)

Bupyc renatuta A (HAV)
AT K BMpYycy renatuta A IgM (aHTu-HAV IgM)
AT K BMpYCy renatuta A cymmapHble (aHTU-HAV)

Bupyc renatuta B (HBV)
HBsAg (aHTureH "s" Bupyca renatuta B)

HBsAg (aHTureH "s" Bupyca renatuta B)

HBsAg (aHTureH "s" Bupyca renatuta B) KonnyecTBeHHbIM

aKcnpecc

1-2 p.Aa.
1-2 p.Aa.
1-2 p.Aa.
1-2 p.Aa.
1-2 p.Aa.

3-6p.Aa.

1-2 p.Aa.
1-2 p.Aa.
1-2 p.Aa.
1-2 p.Aa.

7-11p.a.

3-6p.Aa.

3-4 p.A.

1-2 p.Aa.

6 yacos

1-3p.a.

1-2 p.Aa.
1-2 p.Aa.

1-2 p.Aa.
6 yacos

4-5 p.o.

500
1.000
1.450

550

720

1.100

600
750
1.250
1.850

5.500

1.350

5.000

300
600

300

600
800

250
550
900



12.9
12.10

12.11
12.12
12.13
12.14
12.15

12.16

12.17

12.18

12.19
12.20

12.21

12.22

12.23

12.24

12.25
12.26
12.27
12.28
12.29

12.30
12.31

OnpeaeneHne aHTUTeN K HBsAg (KauecTs.)
HBsAg Bupyca renatuta B (MPA)

AHTU-HBs AT cymmapHble (K "s" aHTMreHy Bupyca renatuTa B, anti-HBs)

AHTM-HBC AT cymmapHble (K cepaLeBuHe BMpyca renatuTa B, anti-HBc)

AHTM-HBC AT IgM (K cepaLeBuHe BMpyca renaTtuTa B, anti-HBc IgM)

HBeAg (aHTureH "e" Bupyca renatuta B)

AHTM-Hbe AT cymmapHble (K "e" aHTureHy Bupyca renatuta B, anti-HBe)
Bupyc renatuta C (HCV)

AT K BMpycy renatuta C (aHTM-HCV, cymmapHble)

AT K BMpYycy renatuta C (aHTM-HCV, cymmapHble) aKcnpecc
CymMmapHble aHTUTeNa K Bupycy renatmuta C (MPA)

AT K BMpycy renatuta C IgM (aHTK-HCV IgM)

AT K Bupycy renatmTa C I1gG - ummyHO6.10T NnoATBEpPKAAOW M
Bupyc renatuta D (aenbta, HDV)

AT K BMpYycy renatuta D cymmapHble (anti-HDV)

AT K BMpYycy renatuta D IgM (aHTn-HDV IgM)
Bupyc renatuta E (HEV)
AT K BMpYycy renatuTta E IgG (aHTU-HEV IgG)

AT K BMpycy renatuta E IgM (aHTK-HEV IgM)

Bupyc npocroro repneca 1 u 2 Tuna (Herpes (HSV) 1&2, BMr-1,2)
AT K BMpYCy npocToro repneca 2 Tmna IgG (Herpes (HSV) 2 IgG)
AT K BMpYycy npocToro repneca 1 Tmna IgG (Herpes (HSV) 1 IgG)
AT K BMpYCy npocToro repneca 2 Tmna IgG (Herpes (HSV) 2 1gG) c onpeaeneHnem aBugHoOCTH)
AT K BMpYycy npocToro reprneca 1 1 2 Tuna IgM (Herpes (HSV) 1+2 IgM)
AHTUTENA K BUpYCy npocToro repneca | n Il Tunos (IgG) c onpeaeneHnem aBugHoOCTH
Lmuromeranosupyc (CMV, HHV-5, LIMB)
AT K untomeranosupycy IgG (CMV IgG)
AT K untomeranosupycy IgM (CMV IgM)

3 p.Aa.
1-3p.a.

1-2 p.Aa.
1-2 p.Aa.
1-2 p.Aa.
1-2 p.Aa.
1-2 p.Aa.

1-2 p.Aa.

6 yacos
1-3p.a.

1-3p.a.
7-8 p.4o.

1-3p.a.

1-3p.a.

1-3p.a.

1-3p.a.

1-2 p.Aa.
1-2 p.Aa.
5p.a.
1-2 p.Aa.
6-7 p.Ao.

1-2 p.Aa.
1-2 p.Aa.

230
250

430
1.100
1.800

850

850

460

650

300

520
3.600

450

650

650

650

420
450
550
450
950

360
450



12.32

12.33
12.34
12.35
12.36
12.37

12.38

12.39

12.40
12.41
12.42

12.43

12.44

12.45

12.46

12.47

12.48

12.49

ABuAHOCTb aHTUTEN 1gG K unTomeranosupycy (CMV IgG Avidity)

Bupyc dnwreiiHa-bapp (Epstein-Barr virus (EBV), HHV-4, B3b, MH$EKLMUOHHDbIA MOHOHYK/1€03)

AT K KancugHomy 6enky Bupyca dnwTtenHa-bapp IgG (EBV VCA IgG)
AT K KancugHomy 6enky Bupyca dnwTteinHa-bapp IgM (EBV VCA IgM)
AT K aAfepHOMY aHTUreHy BUpyca InwTeliHa-bapp 1gG (EBV NA IgG)
AT K paHHUM Benkam Bupyca InwTenHa-bapp IgG, EBV EA IgG

AHTUTENA K KancuaHomy aHTureHy (VCA) Bupyca dnwTeiHa — bapp (1gG) c onpeaeneHnem aBugHOCTH

Bupyc Bapuuenna-3ocrep (Varicella-zoster virus (VZV), HHV-3, BeTpsaHaa ocna, onoAcbiBalowWmuii nwai)

AT K BMpYycy Bapuuenna-3octep IgG (Varicella-Zoster 1gG)

AT K BMpYycy Bapuuenna-3octep IgM (Varicella-Zoster IgM)

Bupyc KpacHyxu (Rubella; Rubivirus)
AT K BMpYyCy KpacHyxu IgG (Rubella 1gG)
IgG K BUpYCY KpacHyYxu C onpeaeneHnem aBuaHoCT1
AT K BMpYyCy KpacHyxu IgM (Rubella IgM)
Bupyc Kopu (Measles virus)

AT K BUpYycy Kopwu IgG (Measles 1gG)
Bupyc anuaemuyeckoro napotuta (Mumps virus, CBUHKa)
AT K BMpYcy napotuTa IgG (Mumps IgG)
AT K BMpYycy napotuTa IgM (Mumps IgM)
MapeoBupyc B19 (Parvovirus B19, Bupyc MHPEKLUMOHHOWN 3pUTemMbl)

AT K napsosupycy B19 IgG (Parvovirus B19 IgG)

AT K napsosupycy B19 IgM (Parvovirus B19 IgM)
Bupyc KneweBoro sHuedpanuta

AT K BUpYCy KneweBoro aHuedanuta IgG

AT K BUpYCYy KneweBoro aHuedanumta IgM

1-3p.a.

1-2 p.Aa.
1-2 p.Aa.
1-2 p.Aa.
1-2 p.Aa.
6-7 p.Ao.

1-4p.4.

1-4p.4.

1-2 p.Aa.
5p.a.
1-2 p.Aa.

1-4p.4.

1-4p.4.

1-4p.4.

1-4p.4.

1-4p.4.

1-4p.4.

1-4p.4.

950

600
550
550
550
1.600

580

950

420
450
650

600

550

950

1.300

1.050

450

650



13.1

13.2
13.3

134

13.5

13.6
13.7

13.8

13.9

13.10

13.11

13.12

13.13

13.14

13.15
13.16

13.17
13.18
13.19

13.20

BAKTEPUA/IbHbIE UHPEKLUUN
OnpeaeneHne MUKPOBOHbBIX MapKepoB B BMoOrMYeckom matepmane (MMKpobmnoTa) xpomaTorpadpuyeckum
MeToA0M
Cudunuc (Treponema pallidum (TpenoHema nannmnaym))
AT K Treponema pallidum (IgG+IgM)

AT K Treponema pallidum (IgG+IgM) aKcnpecc
CymMmapHble aHTUTeNa K Treponema pallidum (MPA)

AT K Treponema pallidum IgM

AT K Treponema pallidum (PMNTrA; cymmapHbie)
Peakuma mmkponpeumMnutaumm ¢ HeTpenoHeMHbim aHTureHom (RPR)

Peakuma mmkponpeumMnutaumm ¢ HeTpenoHeMHbim aHTureHom (RPR) 3Kcnpecc
BbakTepuanbHble MHPEKLMMN NONOBbIX OPraHOB

AT K Chlamydia trachomatis IgG
AT K Chlamydia trachomatis IgA
AT K Chlamydia trachomatis IgM
AT K Mycoplasma hominis I1gG

AT K Mycoplasma hominis IgA

AT K Ureaplasma urealitycum IgG

AT K Ureaplasma urealitycum IgA

AT K 6enky Tennosoro woka Chlamydia trachomatis IgG (anti-cHSP60-I1gG)
BakTepuanbHble MHPEKLUMU AbIXaTeNbHbIX NyTen

AT K Chlamydia pneumoniae IgG
AT K Chlamydia pneumoniae IgA

AT K Chlamydia pneumoniae IgM

AT K Mycoplasma pneumoniae I1gG

5p.a.

1-2 p.Aa.

6 yacos

1-3p.a.

1-3p.a.

1-2 p.Aa.
1-2 p.Aa.

6 yacos

1-4p.4.
1-4p.4.
1-4p.4.
1-4p.4.
1-4p.4.

1-4p.4.

1-4p.4.

7-8 p.A.

1-4p.4.

1-4p.4.

2.000

350
450

200

450

400
350

550

400

400

400

400

450

450

450
500

400
700
400

500



13.21
13.22

13.23

13.24

13.25

13.27

13.28

13.29
13.30

13.31

13.32
13.33

13.34

13.35

13.36
13.37

13.38

13.39

13.40

13.41
13.42

13.43

AT K Mycoplasma pneumoniae IgA

AT K Mycoplasma pneumoniae IgM
AT K Bordetella pertussis IgG (B036yanTenb Kokatowa)
AT K Bordetella pertussis IgM (Bo3byauTenb KoKntowa)

AT K andTepuiiHomy aHaToKcuHy (PTNTA, cymmapHble)
CeponoruyecKas gnarHoctuka tybepkynesa

AT K Mycobacterium tuberculosis (cymmapHble)

T-SPOT.TB (AMarHoOCTMKa NAaTEHTHOM W aKTUBHOM TybepKynesHon MHOEKLUN Y AeTel 1 B3POC/bIX)

BaKTepuanbHblie MHPEKL UM }KeNyA0HHO-KMLLEYHOro TPaKTa
AT K Helicobacter pylori IgG

AT K Helicobacter pylori IgG - ummyHo610T

AT K Helicobacter pylori IgA - ummyHob10T

AHTureH Helicobacter pylori B kane

AHTUTENA K Vi-aHTureHy (6ptowHon tTnd) PMrA

AT K BO3byauTenam 6prolwHoro tuda u Apyrux canibMoHennesos (¢ Vi-aHTUreHHbIM CalbMOHENIE3HbIM
ANArHOCTUKYMOM W Ca/ibMOHeN1e3HbIM O-aHTUTEeHHbIM KOMMIEKCHbIM AMAarHOCTUKYMOM)

AT K Shigella sonnei (wurenna 3oHHe, PMTIA, cymmapHble)

AT K Yersinia enterocolitica IgA
AT K Yersinia enterocolitica IgG

AT K Shigella flexneri (wurenna ®nekcHepa, PMIA, cymmapHbie)
AT K Yersinia enterocolitica O3; 09 (PMr'A, cymmapHble - UEPCUHMNO3)

AT K Yersinia pseudotuberculosis (PMIA, cymmapHbie - nceBaoTybepKynés)

CuctemHble 6akTepuanbHblie MHPEKuUm
AT K Borrelia IgG (6onesHb Jlaitma, 6oppennos)
AT K Borrelia IgM (6onesHb /laiima, 6oppennos)

AT K Brucella (PMNTA, cymmapHbie - Bo36yguTens bpyuennésa)

7-8 p.4o.

1-4p.4.
1-5p.a.
1-5p.a.

5-9p.a.

1-4p.4.

4-5 p.o.

1-2 p.Aa.

1-4p.4.

1-4p.4.

1-2 p.Aa.
3-4 p.A.

1-4p.4.

1-4p.4.

5-6 p.a.
5-6 p.a.

1-4p.4.
1-4p.4.

1-4p.4.

1-2 p.Aa.
1-2 p.Aa.

1-4p.4.

700
450

600

600

750

350

7.500

550
2.000

2.000

800
400

750

450

1.200
1.200

350

800

750

900
1.600

450



14.1
14.2

15.1
15.2

15.3

154

15.5

15.6

15.7

15.8
15.9
15.10

15.11
15.12
15.13

15.14
15.15

16.1

MHPEKL MU TPUBKOBbLIE
AT Kk Candida albicans I1gG
AT K Aspergilius fumigatus 1gG
NAPA3UTbI, FTEIbBMUHTbI, MPOCTEMLLUE
AT Kk Toxoplasma gondii IgG (Bo36yanTenb TOKCON1a3mosa)
AT Kk Toxoplasma gondii IgM (Bo3byauTenb Tokconaasmosa)

ABuaHocTb aHTUTeN IgG K Toxoplasma gondii (Toxoplasma IgG Avidity)

AT Kk Toxocara canis IgG (Bo36yanTenb TOKCOKapo3a)

AT K renbMuHTam IgG (KomnieKkcHoe uccnenoBaHue):

onpeaeneHue aHTUTen K onuctopxam (Opisthorchis) 1gG, axuHokoKky (Echinococcus) 1gG, Tokcokape
(Toxocara canis) IgG, TpuxuHenne (Trichinella) IgG

MapasuTbl - paclUMpPEeHHbIN NPoduab (KOMNAEKCHOE UCC/IeA0BaHNE): onpeaeneHne aHTUTEN K ONUCTOPXam
(Opisthorchis) IgG, axnHoKokKy (Echinococcus) IgG, Tokcokape (Toxocara canis) IgG, TpuxuHenne (Trichinella)
IgG, Ackapuae (Ascaris) IgG u IgE, AHu3akuae (Anisakidae) IgE

AT K Echinococcus IgG (3XMHOKOKK)

AT K Opisthorchis 1gG (onucTopxm)
CymmapHble aHTUTena K Helicobacter pylori

AT K Trichinella IgG (TpuxmnHenna)

AT K Ascaris IgG (ackapuaa)
IgG K cBMHOMY LenHto (Taenia solium)
AT K Giardia lamblia (nam6ann) cymmapHble

AT K Trichomonas vaginalis IgG (TpuxomoHaapbl)
AHTUreHbl manapuiiHoro nnasmoausa (P.malariae, P.falciparum, P.vivax)
MMMYHONOIMNMYECKUE UCCNTEAOBAHUNA
MmmyHbIi4 cTaTyc
MMMyHHbI cTaTyc (KOMMNAEKCHOe uccnesoBaHume): cybnonyaaumm iMM¢ounTos, NOKasaTean rymopanbHOro
nmmyHuTeTa (C3, C4 KOMMNOHEHTbI KOMMNEMEHTa, IgA, IgM, IgG, IgE, unpKkyamnpyrome MUMMyHHbIe
komnnekcbl (UMK - Clq), C-peakTuBHbIN 6enok
KneTouHblii UMMyHUTET

3-4 p.A.
3-4 p.A.

1-2 p.Aa.
1-2 p.Aa.

2-4p.40.

1-4p.4.

1-4p.4.

1-4p.4.

1-4p.4.

1-4p.4.

3 p.Aa.

1-4p.4.

1-4p.4.

5p.a.

1-4p.4.

3-4 p.A.
1-2 p.Aa.

5-6 p.a.

450
450

370
500

1.650

400

1.500

2.300

450

450
350
400

450
450
450

450
500

3.000



16.2

16.3

16.4

16.5
16.6
16.7
16.8

16.9

16.10

16.11
16.12
16.13
16.14

16.15

16.16

16.17
16.18
16.19
16.20

16.21

Cybnonynaummn numdoumToB (KOMNAEKCHOE UccnegoBaHMe): obliee KONMYECTBO NEMKOLUTOB U
numoouutos, T-numdoumtsl (CD3), T-xennepbl (CD3+CD4+), T-umtoTOKCHYeckme (CD3+CD8+), "aybnb"-

KneTku (CD4+/CD8+), B-numdoumntbl (CD19+), ectectBeHHble Kunnepbl (NK-knetkn CD16/CD56), T-knnnepsol

(T-NK-knetkn CD3+CD16/CD56)

darouunTos (parounTnpytowme rpaHyIounTbl, MHAEKC paroymTtosa I, parounTMpyoLme MOHOLUNTBI, MHAEKC

daroymTtosa ®M)
KNneTouHbIi MMMYHUTET (KOMMNIEKCHOE UccneaoBaHue): cybnonynauum anmeoumtos 1 ¢paroymTtos

FymopanbHblit UMMYyHUTET
NmmyHornobynun G (IgG)
NmmyHornobynnu M (IgM)
NmmyHornobynun A (IgA)
NmmyHornobynuH E (IgE obwmin)
NMmmyHO3neKkTpodopes-CKPUHUHT (anddepeHLMpoBKa rammanatim: 1ambaa-uenu, Kanna-Lenu
MMMYHOTN06YNNHOB)
NmmyHo3anekTpodopes - (KoMNIEKCHOE UCCAeA0BAHNE) C KOIMYECTBEHHbIM ONpPeaeNeHNEM: BKIOYAET
andodepeHLMpoBKY rammanatum: nambaa-uenu, Kanna-uenn MMMyHorn1o06ynmMHoB anekTpodopeTmyeckn
(MmMyHODUKCcauma) + KoiMdecTBEHHOE onpeaeneHune; UmmyHornobynumtsl IgG, IgM, IgA
Unpkynupytowme nmmyHHble komnnekcol (LMK - Clq)
C3 KOMMOHEHT KoMNJIEMEHTA
C4 KOMMOHEHT KoMNJIEMEHTA
3cTepasHbiit MHIMbMTop C1 KoMmnaemeHTa - 0bwmin

3cTepasHbin UHIIMbUTop C1 KOMNAemeHTa - GYHKLMOHANbHbIN

l'yMopanbHbIA UMMYHUTET (KOMNIEKCHOE nccnenoBaHune): C3 KOMNOHEHT KomnaemeHTa, C4 KOMMNOHEHT
KoMnnemeHTa, IgA, IgM, IgG, IgE, umpkyamnpyrowme ummyHHble Komnnekcbl (LMK - C1q) , C-peakTUBHbIN
6enok
NHTepneriknH 1-beta
NHTepnemkunH 6
NHTepnenkunH 8
NHTepneriknn 10
NHTepdepoHOBbIN cTaTyC
NHTepdepOoHOBDIN CTATyC (KOMMNIEKCHbIN aHaNn3):
CbIBOPOTOYHbIN MHTEPPEPOH, CNOHTaHHbIN MHTepdepoH (MDPH-anbda), cnoHTaHHbIM NHTepdepoH (MDH-
ramMma), MHAYLMpPOBaHHbIN anbda-UPH, nHayuMpoBaHHbIN ramma-UOH

5-6 p.a.

5-6 p.a.

5-6 p.a.

1-2 p.Aa.
1-2 p.Aa.
1-2 p.Aa.
1-2 p.Aa.

7-8 p.4o.

1-8p.a.

2-3 p.Ao.
1-2 p.Aa.
1-2 p.Aa.
1-2 p.Aa.
10-11 p.A.

1-3p.a.

2-3 p.A.
1-2 p.Aa.
2-3 p.Ao.
2-3 p.A.

12-13 p.A.

3.500

2.700

7.000

200
200
200
400

560

2.500

650

300

300
1.000

2.200

2.000

1.650
1.600
1.650
1.650

2.400



16.22

16.23

16.24

16.25

16.26

16.27

16.28

16.29

16.30

16.31

16.32

16.33

16.34

16.35

16.36

16.37

16.38

YyBCTBUTENbHOCTb K MHAYKTOPaM 3HA0reHHOro uHTepdepoHa (A0NonHUTENbHO K uccnegoBanuto 51-13-
300)

UnknodepoH
Heosup
AMMKCHH

Karouen
YyBCTBUTENBHOCTb K NpenapaTtam uHTepdepoHa (AononHUTeNbHO K uccnegosaHuto 51-13-300)

UHTpOH
PodepoH
NHrapoH (rammacdepoH)
PeanbampoH
PeadepoH
YyBCTBUTENIbHOCTb K UMMYHOMOAYNATOPAM (A0NOAHUTENBHO K UccneaoBaHuio 51-13-300)

MmmyHan
MonvokcmaoHMM
fanasut
NmmyHobaH
NmmyHOMaKc
Jlnkonung
T-aKTUBMH

TumoreH

12-13 p.A.
12-13 p.A.
12-13 p.A.

12-13 p.A.

12-13 p.a.
12-13 p.a.
12-13 p.a.
12-13 p.a.

12-13 p.A.

12-13 p.a.
12-13 p.a.
12-13 p.a.
12-13 p.a.
12-13 p.a.
12-13 p.a.
12-13 p.a.

12-13 p.A.

700

700

700

700

650

650

650

650

650

850

850

850

850

850

850

850

850



17.1

17.2

17.3

17.4
17.5

17.6

17.7

17.8

17.9
17.10
17.11
17.12
17.13

17.14
17.15

17.16

17.17

17.18

AYTOMMMYHHAA NATON0INA
CucTtemHble ayTOMMMyHHble 3aboneBaHusa
Mpodunnb «CKpMHUHT CKB»:
1 - BONYAHOYHbI QHTUKOATYAHT;
2 - aHTUHYKNeapHbIN paKTop;
3 - aHTUTeNa K HyK/ieocomam;
4 - aHTMTena Knacca IgG K asycnupanbHoit JHK;
5 - aHTuUTena K Kapamonnnuuy knacca IgG;
6 - aHTUTeNa K KapamonumnuHy Knacca IgM
AHTUAAEepHble (aHTUHYKNeapHble) aHTuTena, ANA (CKpMHUHT BonesHel coeguHUTENbHOMN TKaHK, CTD-
CKPUHWHT)

AHTUTENa K ogHocnupanbHoi [HK (anti-ssDNA)

AHTUTENa K 2-x cnupanbHoi AHK IgG (dsDNA) (konwny)
AHTUTENA K 3KCTParnpyembim aePHbIM aHTUreHam (MoslyKoauny.)

AHTUTENA K NPOTPOMOUHY  IgM m IgG (cymm.)

AHTUTENa K umtonnasme Hentpoodumnos, ANCA Knacca IgA

AHTUTENa K umtonnasme Hentpoodunos, ANCA Knacca IgG

AHTUTENa K saHAoTennanbHbiM Knetkam (HUVEC)

AHTUTENa K Mnenonepokcugase

AHTUTENa K npoTenHase-3 (aHTU-PR-3)

MPOLEHT FMKO3MNMPOBaHUA deppuTMHa (c-M MapKpodaranbHOM aKTMBaLMK)

AHTUTENA K 6a3anbHON membpaHe Knybouka (BMK)

AHTUsAEPHbIE (QHTUHYKNEapHbIe) aHTUTeNa (MMMYHOB10T; KOMNNEKCHOE UccNefoBaHmMe): AT K AAepHbIM
aHTureHam: SS-A52, SS-A60, SS-B, RNP, Sm, ueHTpomepa B, Jo-1, Scl-70, pubocomanbHbiit 6enoK
AHTuTena (IgG) K HyKneocomam

CKpPUHUWHT 6bonesHeln coeaAnHUTENbHON TKAHW (KOMMIEKCHOE UccnefoBaHMe): AHTUAAEPHbIE
(aHTMHYKNeapHble) aHTUTeNa (ANA-CKPUHUHT), AT K 2-x cnnpanbHoit HK IgG (dsDNA), AT K 3KcTparMpyembim
AOEPHBIM aHTUreHam

AHTUMHENTPOodUNbHbIE aHTUTENA M aHTUTeNa K 6a3anbHOM MebpaHe rnomepyn NOYKM (MMMyHO60T;
KOMMNJIEKCHOE UccneaoBaHue): AT kK npotenHase-3 (anti-PR3), AT Kk mmenonepokcmaase (anti-MPO), anti-GBM

AHTMHENTPOdUNbHbBIE aHTUTENA - PACUMPEHHDBIY NPoduab (KOMMNIEKCHOE UccneaoBaHNe): AT K aHTUTEHaM:
npoTteunHasa-3 (anti-PR3), mmenonepokcmaasa (anti-MPQ), 6enok BPI, anactasa, KatencuH G, nMsouum,
nakTopeppuH

10-11 p.A.

2-3 p.Ao.

10-11 p.A.

2-3 p.Ao.
2-3 p.Ao.

9-10 p.A.

7-8 p.4o.
7-8 p.4o.
6-7 p.Ao.
5-6 p.a.
5-6 p.a.
6-7 p.Ao.
6-7 p.Ao.
1-4p.4.

8-9 p.a.

2-3 p.Ao.

1-4p.4.

5-6 p.a.

4.200

700

1.350

650
2.000

2.700

1.000
1.300
1.600
1.000
1.000
1.950
1.100

1.650
1.300

2.750

1.500

3.500



17.19
17.20

17.21

17.22

17.23
17.24

17.25
17.26
17.27

17.28

17.29

17.30

17.31

17.32
17.33
17.34
17.35

17.36

17.37

AHTUTENa NpM MMO3UTaX (KOMMNJIEKCHOE UccnenoBaHne, UMMYHOB10T): AT K aHTUreHam M2, Jo-1, PL-7, PL-
12, PM-Scl-100, Mi-2, Ku(p70/80), SRP, Rip-P
AHTuTena Kk C1q pparmeHTy KomMnaemeHTa
[NarHocTKa rpaHyNemMaTo3HbIX BAaCKY/IMTOB (KOMMNEKCHOE UccefoBaHMe): AHTUAAEPHblE
(aHTMHYKNeapHble) aHTUTeNa (ANA-CKPUHUHT) + AHTUHENTPOdUIbHbIE aHTUTENA (pacliMpPeHHan NaHeb:
anti-PR3, anti-MPO, anti-BPI, AT K anacTtase, Katencuny G, imsounmy, naktopeppuHy)
[AnarHocTnka ayTOMMMYHHOIO NOpaXKeHua NoYeK (KOMMNNeKCHoe uccienoBaHme): AHTUAAEPHblE
(aHTMHYKNeapHble) aHTUTeNa (ANA-CKPUHUHT), AHTUHENTPOOUAbHbIE aHTUTENa (MMMYHOB6A0T: anti-PR3, anti-
MPO, anti-GBM)

MapKepbl peBMaToONAHOro apTpuTa
AHTUTENA K UMKANYECKUM LUTPYINIMHUPOBAHHbIM nentugam (anti-CCP)

AHTUTENA K MOANDULMPOBAHHOMY LUUTPYNIMHUPOBAHHOMY BUMEHTUHY (aHTU-MCV)

PeemaTongHbi dpakTop IgA

AHTUKepaTHHOBbIE aHTMTEeNa (AKA)

AHTUTENA K Sa-aHTUTEHY (BUMEHTUHY)

[narHocTnka cepoHeraTMBHOro PEBMATOMAHOrO apTpmUTa (KOMNNEKCHOE ucciesoBaHue): PeBMaTonaHbIv
daKkTop, AHTUTENA K LUKANYECKUM UMTPYANMHUPOBAHHbIM nentugam (anti-CCP), AHTUTena K
MOANOULMPOBAHHOMY UUTPYINIUHUPOBAHHOMY BUMEHTURHY (aHTU-MCV)

OndodepeHumanbHan AMarHoCTUKa CEPOHEraTMBHbIX apTPONaTUIN U tOBEHUIbHOTO PA (KomnneKkcHoe
nccnepoBaHue): AHTUTENA K SKCTparmpyembiM AgepHbIM aHTUreHam, HLA-B27 tTunuposaHue (MLP)

Mapkepbl AHTUPOCHONUNUAHOTO CUHAPOMA
AHTUTENa K dochonmnmnaam IgG cymmapHble (Koamy.): AT K Kapanonnnuny, dochatmanicepuny,
docdatngmn-unosumtony, pochatnannosomn Kucnote, 6eta-2-rnMKonpPoTemnHy |
AHTUTENa K dochonmnnugam IgM cymmapHbie (Konuy.): AT K KapanoamnuHy, ochatnamncepmHy,
docdatngmn-unosumtony, pochatnannosomn Kncnote, 6eta-2-rnMKonpPoTemnHy |
AHTUTENA K Kapanonunury IgG (konuu.)
AHTUTENA K Kapanonnnuny IgM (konwmy.)
AHTUTENA K 6eTa2-ramkonpoTenHy IgG (koany.)
AHTUTENA K 6eTa2-raMkonpoTenHy IgM (Konuu.)
[narHocTnka BTOPUYHOTo aHTMdOoCcHONMNUAHOrO CUHAPOMA (KOMNIEKCHOE UccneaoBaHue): AHTUTeNa K
KapAanonunnuHy IgG, AHuTeNna K KapamonunuHy IgM, AHTUALEepHble (AHTUHYKNeapHble) aHTuTena (ANA-
CKPUHWHT)
NmmyHO610T aHTUdOChONMNNAHBIX aHTUTen  1gG, IgM (AK/, AB2IM, AHHS5, allT; 6 KOGAKTOPHbIX AHTUTEN
K dochaTtmann-cepuHy, rnuepony, XonuHy, 3A, nHosuTony, doc. Kucnote)

2-4p.40.

8-9 p.a.

1-6p.Aa.

1-4p.4.

1-2 p.Aa.

3-6p.Aa.

6-7 p.4o.
6-7 p.Ao.
7-8 p.4o.

1-6p.Aa.

2-3 p.Ao.

3-4 p.A.

3-4 p.A.

2-3 p.Ao.
2-3 p.Ao.
2-3 p.Ao.
2-3 p.Ao.

2-3 p.A.

7-8 p.A.

1.200
1.400

3.300

2.000

1.600
1.350

1.300
1.000
1.500

2.600

1.800

680

680

750
900
950
950

2.150

4.700



17.38

17.39

17.40
17.41
17.42
17.43
17.44
17.45

17.46

17.47

17.48

17.49
17.50
17.51
17.52
17.53

17.54
17.55

MapKepbl ayTOMMMYHHbIX 3ab6oneBaHuii KT
[AnarHocTnka ayToUMMyHHbIX 3a60/1€BaHUI NneYeHn (KOMNAEKCHOE paclUMPeHHOE UCCaeA0BaHME):
AHTUALEepHble (aHTUHYKNeapHble) aHTUTena (ANA-CKPUHUHT) + AyTOaHTUTENa K aHTUreHaM NeYyeHu u
NoAKeNyA04YHOM Kenesbl + AHTUTENA K FNafKon myckynatype (mmmyHobn0oT1) (AMA-M2, sp100, gp 210,
SLA/LP, LKM-1, LC-1, F-aKTUH, MMO3M1H, A€CMUH)
AHTUTENA NPU aYTOMMMYHHbIX M BOCNANUTENbHbIX 3ab60n1eBaHMAX KT (ayTOMMMYHHbIN racTpuT,
NepHMLMO3Han aHeMusA, Lennakus, 6onesHb KpoHa) (KomnnekcHoe uccnenoBaHme, MMMYHO610T): AT K
rAvaguHy, AT K TKaHeBOM TpaHcrayTamuHase (tTG), AT K BHyTpeHHemy ¢akTopy (Kactna), AT K
napueTanbHbIM KneTkam Kenyaka, ASCA-AT K Saccharomyces cereviviae
AHTUTENa K TKaHeBOM TpaHcrnyTamuHase (tTG) IgA (IgA TTT) (konwnu.)
AHTUTENA K TKaHEBOM TpaHcrnyTamunHasze (tTG) I1gG
AHTUTEnNa K ranaguHy IgA
AHTUTENa K ranaguHy IgG
AHTUTENa K Aie3aMUHUPOBaAHHbIM NenTuaam anbda-ramagnHa IgA
AHTUTENA K Aie3aMUHUPOBaAHHbIM NenTuaam anbda-ramagnHa lgG

[OVarHoCTMKa LeNnaKkum - CKPUHUHT (KOMNEKCHOE uccnegoBaHue): AHTUTENa NPY ayTOUMMYHHbIX U
BOCNanuTenbHbix 3abonesaHmax KKT (MMMYyHO610T) + AT K TKaHEBOM TpaHcrnyTamuHase (tTG) IgA (konny.)

AHTUMpPETUMKYNHOBbIE aHTUTeNa Knaccos IgG u IgA (APA) (HPUD)
OnddepeHumnanbHaa amarHocTMka 6onesHn KpoHa n HecneumdmUUeckoro A3BEHHOTO KOAUTA - CKPUHUHT
(KomnneKkcHoe nccnengoBaHue): AHTUTENA NPU AYTOMMMYHHbIX U BOCNaINTebHbIX 3aboneBaHmnax XKKT
(MMMYHO610T) + AHTUHENTPODUIbHbBIE aHTUTENA-PACLUMPEHHAn NaHenb (AT K aHTureHam PR3, MPO, BPI,
anacTasa, KaTencuH G, AM3oumnm, naktopeppuH) + KanbnpoTeKTUH (B Kane)
AHTuTena Saccharomyces cerevisiae, ASCA knacca IgG
AHTuTena Saccharomyces cerevisiae, ASCA Kknacca IgA
AHTUTENa K NapMeTaNIbHbIM KIETKaM KenyaKa
AHTUTENa K rnagkmm mbiwyam ATMA (HPU®)
AHTUTENa K dpakTopy Kactna - BHyTpeHHemy dakTopy (ABD)
AHTUTENA K acManornmMkonpoTeMHoBomy peuentopy (anti-ASGPR) 1gG (anarHocTMka ayToMMMyHHOTO
renaTmTa)
AHTUTENa K 6OKaN0BUAHbBIM KNETKAM KULLIEYHUKA

AyTOMMMYHHbIE MapKepbl NOAXKENYA04YHOW Kenesbl

1-4p.4.

1-4p.4.

2-3 p.Ao.
2-3 p.Ao.
2-3 p.Ao.
2-3 p.Ao.
2-3 p.Ao.
2-3 p.Ao.

1-4p.4.

7-8 p.4o.

2-6p.Aa.

7-8 p.4o.
7-8 p.4o.
7-8 p.4o.
5-6 p.a.
6-7 p.Ao.

7-8 p.4o.
6-7 p.Ao.

3.300

2.000

900
850
850
850
850
850

2.550

1.250

6.700

1.250
1.250
1.300
1.530
1.450

2.450
2.000



17.56

17.57
17.58

17.59
17.60

17.61
17.62

17.63

17.64

17.65

17.66

17.67
17.68
17.69
17.70
17.71
17.72

17.73
17.74
17.75

17.76

AyToaHTUTENA K aHTUTEHAM NeYyeHn/noasKenyao4HON Kenesbl + AHTUTENA K TNagKol MycKynaType
(komnneKkcHoe uccnegoBaHMe, UMMYHOB10T): AT K aHTUreHam: aHTUMUTOXOHAPUaNbHble (AMA-M?2),
aHTUagepHble (spl00, gp210), pacTBOPMMbI aHTUIEeH NedYeHu/noaxenyaouHom kenesbl (SLA/LP), aHTureH
MUWKPOCOM neYeHun u noyek 1 tuna (LKM-1), yutonnasmatuyeckmnin aHTreH nevyeHn 1 tuna (LC-1), aHTUreHbl
rnagKon myckynatypbl (F-aKTWUH, MMO3WH, AECMUH)
AHTUTENA K TUPO3MH-PocdaTase (aHTK-1A2)
OnpeaeneHne KoHLUeHTpauun IgG4 noaknacca MUMMYHOTN06YMHOB (AMAarHOCTMKA ayTOMMMYHHOTO
naHKpeaTuTa)
MapKepbl ayTOUMMYHHbIX 3a601€BaHUI KOXHU

AHTUTENa K gecmocomam Koxu (AQA)
AHTUTENa K 6aszanbHon membpaHe Koxun (ABM)

MapKepbl ayTOMMMYHHbIX NOPaXKeHUi HEPBHOM TKAHU U CKENETHbIX MbILUL,
AHTUTENA K CKENETHBIM MbIWLUAM (AMAarHOCTUKA MUACTEHUN)
AHTUTENa K akBanopuHy-4 (NMO) IgG
AHTUTENa K raHrnnosungam (IgG+lgM) B cbiBOpoTKe (KOMNAEKCHOE UCCeoBaHNEe, UMMYHOH10T): AT K
aHTureHam: GM1, GM2, GM3, GM4, GD1a, GD1b, GD2, GD3, GT1a, GT1b, GQ1lb, cynbdatng,

AHTUTENa K raHrnnosungam (1gG) B cbiBOpOTKe (KOMNAEKCHOE UCCeloBaHUE, UMMYHOH10T): AT K aHTUreHaM:

GM1, GM2, GM3, GM4, GD1a, GD1b, GD2, GD3, GT1a, GT1b, GQlb, cynbdaTtng
AHTUTENa K raHrnnosungam (IgM) B cbiIBOpoTKe (KOMNJIEKCHOE UccnegoBaHUe, UMMYHOB10T): AT K
aHTureHam: GM1, GM2, GM3, GM4, GD1a, GD1b, GD2, GD3, GT1a, GT1b, GQ1lb, cynbdatng,
AHTUTENa K raHrnnosungam (1gG) B inkBope (KOMNAEKCHOe ncciefoBaHUe, UMMYHOH610T): AT K aHTUreHaM:
GM1, GM2, GM3, GM4, GD1a, GD1b, GD2, GD3, GT1a, GT1b, GQlb, cynbdaTtng
MapKepbl ayTOMMMYHHbIX 3a601eBaHUi1 B penpoayKTON0IMKU
AHTUTENA K CTEPONANPOAYLIMPYIOLMM KAETKAM HaZMO4YeYHNKOB
AHTMCNEpPMaNbHbIe aHTUTENA B CbIBOPOTKE cymmapHble  (MAR-TecT)
AHTUTENA K TEKANbHbIM KNEeTKaM ANYHUKA
AHTUTENA K CTEPONANPOAYLIMPYIOWMM KNeTKam anyHmka (ACMK-Ovary)
AHTUTENa K cnepmaTosongam (pPUD)
AHTUTENA K CTEPONANPOAYLMPYIOLLMM KNETKAM ANYKA

AHTMOBapMabHble aHTUTENIA CYMMapHbIe (Koauny.)
AHTUTENA K CTEPONANPOAYLMPYIOLMM KAETKAM NAALEHTDI

AHTutena Kk XY IgM

AHTutena Kk X4 1gG

1-4p.4.

8-9 p.a.
8-9 p.a.

7-8 p.4o.
7-8 p.4o.

7-8 p.4o.
6-7 p.4o.

2-4p.40.

1-4p.4.

1-4p.4.

1-4p.4.

7-8 p.4o.
5-6 p.a.
7-8 p.4.
7-8 p.4o.
8-9 p.a.
7-8 p.4o.

15-16 p.A.

7-8 p.A.

10-11 p.A.

10-11 p.A.

3.100

1.650
1.350

1.750
1.750

1.450
2.800

7.500

4.600

4.600

4.600

1.550
800
1.500
1.500
2.650
1.500

1.500
1.500
800

800



17.77
17.78
17.79
17.80
17.81
17.82
17.83
17.84

17.85

17.86
17.87

17.88

17.89

17.90
17.91

17.92
17.93

17.94

17.95
17.96

17.97

JononHutenbHble ayTOMMMYHHbIE UCCNeA0BaHUA
AHTUTENa K MuoKapay (ACM)
AHTUTENa K TpombouuTam IgG (HPUD)
AHTUMHYKNeapHbIi ¢pakTop (AHD) Ha HEp-2 KneTouHoM AnHUKN (HPUD)
AHTMNEpUHYKNeapHbIn GakTop Ha Hep-2 KneTouHoMn nnHumM (HPUD)
AHTUTENa K MuTOXOHApUAM (AMA)
AHTUTENa K sHAoMm3uIo IgA
AHTUTENa K aHHeKcnHy IgG, IgM
AHTUTENa K Aumoountam IgG
[OnarHocTMKa BocnanuTe ibHbIX MMOKapAnonaTuii (KoMnaekHoe ncciesoBaHue): AHTUTENa K MUOKapAy,
AHTUTENIAa K MUTOXOHAPUAM + 3aKNOYEHUE BPaya
[OnarHocTMKa napaHeonnacTMYecKnx sHUedannTos (KOMNAeKcHoe nccnegoBaHue): AT K aHtureHam Yo-1, Hu,
Ri, Ma, Amphyphisin + 3akntoueHune Bpaya
[OnarHocTMKa Ny3bIpHbIX AepMaTo30B (KomnnekcHoe uccnenosanume): AAA, ABM + 3akntodeHne Bpaya
PacwupeHHoe cneuyanm3mpoBaHHoe nccaeaoBaHme ana aubdepeHumanbHOM ANarHOCTUKN KOAUTOB
(komnnekcHoe nccnegosaHue): AHUA 1gG n IgA, ASCA 1gG 1 IgA, aHTUTeNna K 60KaNoBUAHbBIM KNeTKam
KMLLEYHNKA U NPOTOKaM NOAXKENYAOUYHON Kenesbl + 3aKto4YeHne Bpaya
PaclumpeHHoe cneumannsnpoBaHHOE UCCaef0BaHMNE ANA ANArHOCTUKM LeNNaknumn (KomniekcHoe
nccnefoBaHue): AHTUTENa K Ae3aMUHUPOBAHHbIM NenTUAam ravaanHa IgA n IgG, AHTUTeNa K TKaHeBOM
TpaHcryTammHase IgA u I1gG, AHTUTeNa K peTUKyAnHy IgA n  1gG, AHTMTEeNa K SHAOMMU3MIO + 3aKN0UYEHMe
Bpauva
PaHHAA KOMN/ZIEKCHAA ayTOMMMYHHaa AUAarHOCTUKA NaTO/1I0rMYeCKMX U3MEHEHUI B Pa3/INUHbIX OpraHax u

cucremax

«9/IN-AHKop-TecT-12» (cocToAHME CepAeYHO-COCYANCTON CUCTEMBI, 12 aHTUreHOB)
«INMN-ADC-XTY TecT»
(aHTMPochonMnUAaHbIN cMHAPOM,aHTU-XIY cMHAPOM, 6 aHTUTEHOB)
«3/11-B-6-TecT» (0bLLEE COCTOAHME MMMYHHOM CUCTEMbI, MOArOTOBKA K BaKUMHALUMK, 6 aHTUTEHOB)
«3/IU-Bucuepo-Tect-24» (nonHas naHenb, 24 aHTUreHa)

«3/IN-Ana-TecT»(cocToAHUE NOAKENYA0UYHOM Kee3bl, PUCK Pa3BUTMA caxapHoro AnabeTa, 8 aHTUreHOB)

«INMN-KKT-TecT-12» (cOCTOAHME OPraHOB CUCTEMbI NULLLEBAPEHMA, 12 aHTUTEHOB)
«3/IN-H-TecT-12» (cOCTOAHNE HEPBHOM CUCTEMBI, 12 aHTUTEHOB)
«3/IN-M-Komnnekc-12»(penpoayKTnsHoe
3[10POBbE ¥KEHLLNH, 12 aHTUTEHOB)

UccnepoBaHue arperaumm Tpombouutos

7-8 p.4o.
8-9 p.a.
7-8 p.4.
7-8 p.4o.
5-6 p.a.
7-8 p.4o.
7-8 p.4o.
7-8 p.4o.

7-8 p.4o.

7-8 p.4o.
7-8 p.4o.

7-8 p.4o.

8-9 p.a.

7-8 p.4o.
7-8 p.4o.

7-8 p.A.
7-8 p.A.
7-8 p.4o.
7-8 p.4o.
7-8 p.4o.

7-8 p.A.

1.450
1.750
1.100
1.050
1.000
1.500
1.950
1.950

2.150

3.500
3.250

3.450

4.850

3.100
2.850

2.550
6.750

2.450

2.550
3.550

4.400



17.98 1-UccnepoBaHue arperaumm TPoMo60oLUTOB Npu cTumyaaunmn AP

17.99 2-UccnepoBaHue arperaumm TPOMOHOLMTOB NPU CTUMYAALMUN KOSNAreHOM
17.100 3-UccnepoBaHue arperaumm TPOMOOLMTOB NPU CTUMYAALUN PUCTOMULLUHOM
17.101 4-UcchepoBaHWe CNOHTAaHHOM arperaumm TpomboumTos

18.1

18.2

18.3

18.4

18.5

18.6

18.7

18.8

BAKTEPUONTOMMYECKME UCCNNEAOBAHUA

Bax‘repuonomqecxue uccnepgosaHna Mmovyum (CpEAHHH nopuua, mo4vya U3 Katetepa p,pyroe)

3Kcnpecc N0CeB MOYM C OLLEHKOM OCTAaTOYHOM aHTUMUKPODOHOM aKTUBHOCTM Be3 onpeaeneHuns
YyBCTBUTENIBHOCTU K aHTUOMOTUKAM

MoceB MouMn Ha MUKpodopY C onpeaeneHnemM YyBCTBUTEIbHOCTM K aHTUOMOTUKam™

MoceB moun Ha rpmbbl poga Candida c onpeaeneHmem YyBCTBUTENBHOCTU K aHTUMUKOTUYECKMM
npenapatam*

Moces (Moua) Ha Ureaplasma spp. / Mycoplasma hominis ¢ onpeaeneHvem TuTpa 1 Y4yBCTBUTENBLHOCTM K

aHTNBUOTUKam™*

Moces (mouya) Ha Ureaplasma spp. c onpegeneHnem TMTpa 1 YyBCTBUTENIbHOCTU K aHTUOMOTUKam™

Moces Ha Mycoplasma hominis ¢ onpeaeneHMem TUTPa U YyBCTBUTENbHOCTM K aHTUOMOTUKam™

MoceB maTepuana Ha Staphylococcus aureus (3010TUCTbIN cTaPUNOKOKK) C onpeaeneHnem
YyBCTBMTE/NIbHOCTU K aHTUBUOTUKAM ™

BaKTepuonorMyeckme uccneaoBaHuA matepuana U3 MOUYenosioBbiX OPraHoB
MoceB maTepuana U3 MOYEMNOI0BbIX OPraHOB Ha MUKPOdOPY C onpeaeneHUemM YyBCTBUTEIbHOCTU K
aHTUBUOTUKam™*

2p.4.
2p.4.
2p.4.
2p.4.

1-2 p.Aa.

2-5p.a.

3-6p.Aa.

2-4p.40.

2-4p.40.

2-4p.40.

2-5p.a.

2-5p.a.

500
550
800
450

800

1.000

1.200

1.300

750

950

700

1.000



18.9

18.10

18.11

18.12

18.13

18.14

18.15

18.16

18.17

18.18

18.19

18.20

18.21

18.22

MoceB maTeprana U3 MOYEMNOI0BbIX OPraHOB Ha MUKPOdIoPY C onpeaeneHMem YyBCTBUTEIbHOCTU K
aHTUBUOTUKam™*

MoceB maTeprana U3 MOYEMNOI0BbIX OPraHOB Ha MUKPOdOPY C onpeaeneHUemM YyBCTBUTENIbHOCTU K
aHTUBUOTUKam™*

MoceB maTeprana U3 MOYEMNOI0BbIX OPraHOB Ha MUKPOdIoPY C onpeaeneHMem YyBCTBUTEIbHOCTU K
aHTUBMOTUKaM*
MoceB maTepuana U3 MOYEMNOI0BbIX OPraHOB Ha MUKPOdIopY C onpeaeneHMemM YyBCTBUTEIbHOCTU K
aHTUBMOTUKaM*

MoceB maTeprana U3 MOYEMNOI0BbIX OPraHOB Ha MUKPOdOPY C onpeaeneHUemM YyBCTBUTEIbHOCTU K
aHTUBUOTUKam*

MoceB maTepurana Ha aHaspobHble baKkTepun ¢ onpeaeneHnem YyBCTBUTENbHOCTU K aHTMOMOTUKaM*

MoceB maTepurana Ha aHaspobHble baKkTepun ¢ onpeaeneHnem YyBCTBUTENbHOCTU K aHTMOMOTUKaM*

MoceB maTepurana Ha aHaspobHble baKkTepun c onpeaeneHnem YyBCTBUTENbHOCTU K aHTMOMOTUKaM*

MoceB maTepuana Ha aHa3pPobHble baKTepUK C onpeaeneHMemM YyBCTBUTEIbHOCTU K aHTUOMOTUKam*

MoceB maTepurana Ha aHaspobHble baKkTepun c onpeaeneHnem YyBCTBUTENbHOCTU K aHTMOMOTUKaM*

MoceB maTepurana Ha aHaspobHble 6aKkTepun c onpeaeneHnem YyBCTBUTENbHOCTU K aHTMOMOTUKaM*

MNoceB maTepmana U3 MOYENON0BbIX OPraHOB Ha MUKPOGNOPY, KOMNAEKCHOE NCcCaeA0BaHUe: a3pobHble U
aHaspobHble bakTepuu, c onpeaeneHnem YyBCTBUTENIbHOCTU K aHTUBMOTUKaM™®

MNoceB maTepmana U3 MOYENON0BbIX OPraHOB Ha MUKPOGNOPY, KOMNAEKCHOE NcCaeA0BaHUe: aspobHble U1
aHaspobHble bakTepuu, c onpeaeneHnem YyBCTBUTENIbHOCTU K aHTUBMOTUKaM™®

MNoceB maTepmana U3 MOYENON0BbIX OPraHOB Ha MUKPOGNOPY, KOMNAEKCHOE NCCNeA0BaHUe: aspobHble U1
aHaspobHble bakTepuu, c onpeaeneHnem YyBCTBUTENIbHOCTU K aHTUBMOTUKaM™*

2-5p.a.

2-5p.a.

2-5p.a.

2-5p.a.

2-5p.a.

2-7p.A.

2-7p.A.

2-7p.A.

2-7p.A.

2-7p.A.

2-7p.A.

2-7p.A.

2-7p.A.

2-7p.A.

1.000

1.000

1.000

1.000

1.000

1.000

1.000

1.000

1.000

1.000

1.000

1.450

1.450

1.700



18.23

18.24

18.25

18.26

18.27

18.28

18.29

18.30

18.31

18.32

18.33

18.34

18.35

18.36

MNoceB maTepmana U3 MOYENON0BbIX OPraHOB Ha MUKPOGNOPY, KOMNAEKCHOE NCcCaeA0BaHUE: aspobHble U1
aHaspobHble bakTepuu, c onpeaeneHnem YyBCTBUTEIbHOCTU K aHTUBMOTUKaM™®
MNoceB maTepmana U3 MOYENON0BbIX OPraHOB Ha MUKPOGNOPY, KOMNAEKCHOE NCCAeA0BaHUe: aspobHble U
aHaspobHble bakTepuu, c onpeaeneHnem YyBCTBUTENIbHOCTU K aHTUBMOTUKaM™®

MNoceB maTepmana U3 MOYENON0BbIX OPraHOB Ha MUKPOGNOPY, KOMNAEKCHOE NcCaeA0BaHUe: aspobHble U1
aHaspobHble bakTepuu, c onpeaeneHnem YyBCTBUTEIbHOCTU K aHTUBMOTUKaM™®

BuoueHo3 Bnaranmwa, KOMNAEKCHOE UccneaoBaHMe: MMKPOCKONKUA U NOCEB MaTepuana M3 BAaraamwa Ha
MUKpodnopy (aspobbl, MMKpPoaspoduabl, aHaspobbl, rpubbl) c onpeaeneHnem YyBCTBUTENIBHOCTU K
aHTMOMOTUKAM M AaHTUMUKOTUYECKMM NpenapaTam™

MoceB maTepurana Ha rpmbbl poaa Candida c onpeaeneHnem YyBCTBUTENIBHOCTU K aHTUMUKOTUYECKUM
npenapatam*

MoceB maTepurana Ha rpmbbl poaa Candida c onpeaeneHnem YyBCTBUTENBHOCTU K aHTUMUKOTUYECKUM
npenapatam*

MoceB maTepurana Ha rpmbbl poaa Candida c onpeaeneHnem YyBCTBUTENIBHOCTU K aHTUMUKOTUYECKUM
npenapatam*

MoceB maTepurana Ha rpmbbl poaa Candida c onpeaeneHnem YyBCTBUTENBHOCTU K aHTUMUKOTUYECKUM
npenapatam*
MoceB maTepurana Ha rpmbbl poaa Candida c onpeaeneHnem YyBCTBUTENIBHOCTU K aHTUMUKOTUYECKUM
npenapatam*

MoceB maTepurana Ha rpmbbl poaa Candida c onpeaeneHnem YyBCTBUTENBHOCTU K aHTUMUKOTUYECKUM
npenapatam*

Moces Ha Ureaplasma spp. / Mycoplasma hominis c onpeaeneHnem TuTpa 1 4yBCTBUTENbHOCTM K
aHTMBMOTUKam*

Moces Ha Ureaplasma spp. / Mycoplasma hominis c onpeaeneHnem TuTpa 1 4yBCTBUTENbHOCTM K
aHTMBMOTUKam*

Moces Ha Ureaplasma spp. / Mycoplasma hominis c onpeaeneHnem TuTpa 1 4yBCTBUTENbHOCTM K
aHTMBMOTUKam*

Moces Ha Ureaplasma spp. / Mycoplasma hominis c onpeaeneHnem TuTpa v 4yBCTBUTENbHOCTM K
aHTMBMOTUKam*

2-7p.A.

2-7p.A.

2-7p.A.

3-7p.A.

3-6p.Aa.

3-6p.Aa.

3-6p.Aa.

3-6p.Aa.

3-6p.Aa.

3-6p.Aa.

2-4p.40.

2-4p.40.

2-4p.40.

2-4p.40.

1.700

1.700

1.700

2.750

840

840

840

840

840

840

1.300

1.300

1.300

1.300



18.37

18.38

18.39

18.40

18.41

18.42

18.43

18.44

18.45

18.46

18.47

18.48

18.49

18.50

18.51

Moces Ha Ureaplasma spp. / Mycoplasma hominis c onpeaeneHnem TuTpa 1 4yBCTBUTENbHOCTM K

aHTUBUOTUKam™*

Moces Ha Ureaplasma spp. / Mycoplasma hominis c onpeaeneHnem TuTpa 1 4yBCTBUTENbHOCTM K

aHTUBUOTUKam™*

Moces Ha Ureaplasma spp. c onpeaeneHnem TuTpa 1 4yBCTBUTENbHOCTU K aHTUBUOTUKam™*

Moces Ha Ureaplasma spp. c onpeaeneHnem TuTpa 1 YyBCTBUTENbHOCTU K aHTUBMOTUKam™*

Moces Ha Ureaplasma spp. c onpeaeneHnem TuTpa 1 4yBCTBUTENbHOCTU K aHTUBMOTUKam™*

Moces Ha Ureaplasma spp. c onpeaeneHnem TuTpa 1 4yBCTBUTENbHOCTU K aHTUBMOTUKam™*

Moces Ha Ureaplasma spp. c onpeaeneHnem TuTpa 1 4yBCTBUTENbHOCTU K aHTUBMOTUKam™*

Moces Ha Ureaplasma spp. c onpeaeneHnem TuTpa 1 YyBCTBUTENbHOCTU K aHTUBMOTUKam™*

Moces Ha Mycoplasma hominis

Moces Ha Mycoplasma hominis

Moces Ha Mycoplasma hominis

Moces Ha Mycoplasma hominis

Moces Ha Mycoplasma hominis

Moces Ha Mycoplasma hominis

conpeaeneHnem TuTpa U 4YyBCTBUTENIbHOCTU K aHTMBMOTUKam*

conpeaeneHnem TMTpa N 4YyBCTBUTENbHOCTU K aHTMBMOTUKam*

conpeaeneHnem TuTpa U 4YyBCTBUTENbHOCTU K aHTMBMOTUKam*

conpeaeneHnem TuTpa U 4YyBCTBUTENbHOCTU K aHTMBMOTUKam*

conpeaeneHnem TMTpa N 4YyBCTBUTENbHOCTU K aHTMBMOTUKam*

conpeaeneHnem TuTpa N 4YyBCTBUTENbHOCTU K aHTMBMOTUKam*

Moces maTepuana Ha Neisseria gonorrhoeae (TOHOKOKK) ¢ onpegeneHnem 4yBCTBUTENbHOCTU K

aHTUBUOTUKam™*

2-4p.40.

2-4p.40.

2-4p.40.

2-4p.40.

2-4p.40.

2-4p.40.

2-4p.40.

2-4p.40.

2-4p.40.

2-4p.40.

2-4p.40.

2-4p.40.

2-4p.40.

3-4 p.A.

2-5p.a.

1.300

1.300

950

950

950

950

950

950

950

950

950

950

950

950

550



18.52

18.53

18.54

18.55

18.56

18.57

18.58

18.59

18.60

18.61

18.62

18.63

18.64

18.65

Moces maTepuana Ha Neisseria gonorrhoeae (TOHOKOKK) ¢ onpegeneHnem 4yBCTBUTENbHOCTU K
aHTMBMOTUKam*

Moces maTepuana Ha Neisseria gonorrhoeae (TOHOKOKK) C onpegeneHnem 4yBCTBUTENbHOCTU K
aHTMBMOTUKam*

Moces maTepuana Ha Neisseria gonorrhoeae (TOHOKOKK) ¢ onpegeneHnem 4yBCTBUTENbHOCTU K
aHTMBMOTUKam*
Moces maTepuana Ha Neisseria gonorrhoeae (TOHOKOKK) ¢ onpegeneHnem 4yBCTBUTENbHOCTU K
aHTMBMOTUKam*

Moces maTepuana Ha Neisseria gonorrhoeae (TOHOKOKK) C onpegeneHnem 4yBCTBUTENbHOCTU K
aHTMBMOTUKam*

MoceB maTepurana U3 MOYENoN0BbIX opraHos Ha Gardnerella vaginalis (rapaHepennbl)

MoceB maTepurana U3 MOYENoN0BbIX opraHos Ha Gardnerella vaginalis (rapaHepennbl)

MoceB maTepurana U3 MOYENONOBbIX opraHos Ha Gardnerella vaginalis (rapaHepennbl)

MoceB maTepurana U3 MOYENoN0BbIX opraHos Ha Gardnerella vaginalis (rapaHepennbl)

MoceB maTepurana U3 MOYENONOBbIX opraHos Ha Gardnerella vaginalis (rapaHepennbl)

MoceB maTepurana U3 MOYENoNOBbIX opraHos Ha Gardnerella vaginalis (rapaHepennbl)

MoceB maTepurana Ha beTa-remonMTUYECKME CTPENTOKOKKM (Streptococcus) c onpegeneHmem
YyBCTBUTE/NIbHOCTU K aHTUBUOTUKam*

MoceB maTepurana Ha beTa-remonmMTUYECKME CTPENTOKOKKM (Streptococcus) c onpegeneHmem
YyBCTBUTE/NIbHOCTU K aHTUBUOTUKam™*

MoceB maTepurana Ha beTa-remoiMTUYECKME CTPENTOKOKKM (Streptococcus) c onpegeneHmem
YyBCTBUTE/NIbHOCTU K aHTUBUOTUKam™*

2-5p.a.

2-5p.a.

2-5p.a.

2-5p.a.

2-5p.a.

2-4p.40.

2-4p.40.

2-4p.40.

2-4p.40.

2-4p.40.

2-4p.40.

2-5p.a.

2-5p.a.

2-5p.a.

650

650

650

650

650

650

650

650

650

650

650

800

790

790



18.66

18.67

18.68

18.69

18.70

18.71

18.72
18.73

18.74

18.75

18.76

18.77

18.78

18.79

18.80

MoceB maTepurana Ha beTa-remonMTUYECKME CTPENTOKOKKM (Streptococcus) c onpegeneHmem
YyBCTBUTE/NIbHOCTU K aHTUBUOTUKam™*
MoceB maTepurana Ha beTa-remonMTUYECKME CTPENTOKOKKK (Streptococcus) c onpegeneHmem
YyBCTBUTE/NIbHOCTU K aHTUBUOTUKam™*

MoceB maTepurana Ha beTa-remonMTUYECKME CTPENTOKOKKM (Streptococcus) c onpegeneHmem
YyBCTBUTE/NIbHOCTU K aHTUBUOTUKam™*

MoceB maTepuana M3 MOYENoI0BbIX OpraHoB Ha Trichomonas vaginalis (TpuxomoHazbi)

MoceB maTepuana M3 MOYENoI0BbIX OpraHoB Ha Trichomonas vaginalis (TpuxomoHazbi)

MoceB maTepuana M3 MoYEeNoI0BbIX OpraHoB Ha Trichomonas vaginalis (TpuxomoHazbi)

MoceB maTepuana M3 MOYENoI0BbIX OpraHoB Ha Trichomonas vaginalis (TpuxomoHazbi)

MoceB maTepuana M3 MOYENoI0BbIX OpraHoB Ha Trichomonas vaginalis (TpuxomoHazbi)
MoceB maTepuana M3 MOYENoI0BbIX OpraHoB Ha Trichomonas vaginalis (TpuxomoHazbi)

MoceB maTepuana Ha Staphylococcus aureus (3010TUCTbIN cTaPUNOKOKK) C onpeaeneHnem
YyBCTBMTE/NIbHOCTU K aHTUBUOTUKAM™*

MoceB maTepuana Ha Staphylococcus aureus (3010TUCTbIN cTaPUNOKOKK) C onpeaeneHnem
YyBCTBMTE/NIbHOCTU K aHTUBUOTUKAM™*

MoceB maTepuana Ha Staphylococcus aureus (3010TUCTbIN cTaPUNOKOKK) C onpeaeneHnem
YyBCTBMTE/NIbHOCTU K aHTUBUOTUKAM™

MoceB maTepuana Ha Staphylococcus aureus (3010TUCTbIN cTaPUNOKOKK) C onpeaeneHnem
YyBCTBMTE/NIbHOCTU K aHTUBUOTUKAM™*

MoceB maTepuana Ha Staphylococcus aureus (3010TUCTbIN cTaPUNOKOKK) C onpeaeneHnem
YyBCTBMTE/NIbHOCTU K aHTUBUOTUKAM™

baKTepuonormyeckoe uccneaosaHue Kana

Moces Kana Ha aucbakTepmos

2-5p.a.

2-5p.a.

2-5p.a.

5-6 p.a.

5-6 p.a.

5-6 p.a.

5-6 p.a.
5-6 p.a.

5-6 p.a.

2-5p.a.

2-5p.a.

2-5p.a.

2-5p.a.

2-5p.a.

3-5p.a.

790

750

750

650

650

650

650
650

650

700

700

700

700

700

1.300



18.81

18.82

18.83
18.84

18.85

18.86

18.87

18.88

18.89

18.90

18.91

18.92

18.93

18.94

18.95

18.96

18.97

MoceB Kafla Ha NAaTOreHHYO M YCNOBHO-MATOreHHY0 0Py, KOMNAEKCHOE cCnef0BaHUE: CAalbMOHENbI,
Wwumrensbl, NATOreHHaa KMweyHaa nano4vka E.Coli 0157:H7, ycnoBHO-naToreHHble sHTepobakTepum,
3010TUCTbIN CTaPUNOKOKK, rpmnbel poaa Candida

OcTpble KnwweyHble MHPEKUUM (anapen), KOMNIEKCHOE UCCAeA0BaHME: NMOCEB Kafa Ha MAaTOreHHyo U
YCNOBHO-NATOreHHY0 GN0pYy, TOKCUHbI KNOCTPUANN, aHTUTEHbI NpocTenwnx (1ambamm, améobsl,
KpUNTOCNopuamm), SHTEPONaToreHHble BUPYCbl (QHTUreHbl POTaBMpyca, afAeHoBUpYca)

MNMoces Kana Ha canibMOHeNNbI, WKrennbl ¢ onpegeneHnem 4yBCTtBUTENIbHOCTU K aHTMBMOTUKam*

AHTUreH naToreHHoOM Kuwe4vHom nano4vku E.Coli 0157:H7
MoceB Kasla Ha NAaTOreHHYo KnweyHyto nanoyky E.coli 0157:H7 ¢ onpeaeneHnem 4yBCTBUTENIbHOCTM K
aHTMBMOTUKam*

MoceB Kana Ha MEPCUHMM C onpeneNeHneM YyBCTBUTENbHOCTU K aHTUOMOTUKam™®
MoceB Kafa Ha NaTOreHHble KULWEYHble NaNoYKu C onpeaesieHMeEM YyBCTBUTEIbHOCTM K aHTUOMOTUKam™

Moces Kana Ha Campylobacter (kamnunobakrep)

MoceB maTepuana Ha Staphylococcus aureus (3010TUCTbIN cTaPUNOKOKK) C onpeaeneHnem
YyBCTBMTE/NIbHOCTU K aHTUBUOTUKAM™*

MoceB maTepuana Ha rpmbsl poaa Candida c onpegeneHnem 4yBCTBUTENBHOCTU K aHTUMUKOTUYECKUM
npenapatam*

AHanums Ha Clostridium difficile (knocTpuaum) (KomnnekcHoe nccneaoBaHmMe): NOCeB + UCC/Ie0BaHUE Ha
Hann4ne TOKCMHOB An B

Moces Kana Ha Clostridium difficile (knoctpnann)

BaKTepuosorMyeckoe uccnegoBaHue matepuasna BepXHUX AblXaTe/ibHbIX NyTen
MoceB maTepuana BEPXHUX AbIXaTe/bHbIX NyTeN Ha MUKPOGDIOPY C onpeaeneHnem YyBCTBUTENIbHOCTU K
aHTUBMOTUKaM*
MoceB maTepuana BEPXHUX AbIXaTe/bHbIX NyTeN Ha MUKPOGDIOPY C onpeaeneHnem YyBCTBUTEIbHOCTU K
aHTUBMOTUKaM*
MoceB maTepuana BEPXHUX AbIXaTe/bHbIX NyTEN Ha MUKPOGDIOPY C onpeaeneHnem YyBCTBUTEIbHOCTU K
aHTUBMOTUKaM*

MoceB maTepuana BEPXHUX AbIXaTe/bHbIX NyTEN Ha MUKPOGDIOPY C onpeaeneHnem YyBCTBUTEIbHOCTU K
aHTNBUOTUKam™*

MoceB maTepuana BEPXHUX AbIXaTe/bHbIX NyTeN Ha MUKPOGDIOPY C onpeaeneHnem YyBCTBUTENIbHOCTU K
aHTNBUOTUKam™*

3-6p.Aa.

5-6 p.a.

2-5p.a.

3-4 p.A.

2-4p.40.
1-4p.4.
2-5p.a.
2-5p.a.
2-5p.a.
3-6p.Aa.
1-5p.a.

2-5p.a.

2-5p.a.

2-5p.a.

2-5p.a.

2-5p.a.

2-5p.a.

1.100

4.950

1.000
2.250

950

1.000

770

1.150

650

850

1.850

950

960

960

960

950

950



18.98 lMoceB maTepunana M3 CTOMaTONOMMKN Ha MUKPOdIopY C onpeaeneHneM YyBCTBUTENbHOCTU K aHTUBMOTUKam™® 2-5p.a. 950

18.99 MMoces maTepunana M3 CTOMaTONOMMKN Ha MUKPOdIOPY C onpeaeneHnemM YyBCTBUTENbHOCTU K aHTUOMOTUKam™® 2-5p.a. 950
18.100 MoceB maTepunana Ha aHaspobHble BaKTepum ¢ onpeaeneHnem YyBCTBUTE/IbHOCTU K aHTUOMOTUKam™ 2-7p.A. 950
18.101 NMoceB maTepunana Ha aHaspobHble BaKTepum ¢ onpeaeneHnem YyBCTBUTE/IbHOCTU K aHTUOMOTUKam™ 2-7p.A. 950
18.102 MoceB maTepunana Ha aHaspobHble BaKTepum ¢ onpeaeneHnem YyBCTBUTE/IbHOCTU K aHTUOBMOTUKam™ 2-7p.A. 950
18.103 NMoceB maTepunana Ha aHaspobHble BaKTepun ¢ onpeaeneHnem YyBCTBUTE/IbHOCTM K aHTUOMOTMKam™ 2-7p.A. 950
18.104 MoceB maTepunana Ha aHaspobHble HaKTepum ¢ onpeaeneHnem YyBCTBUTE/IbHOCTU K aHTUBMOTUKam™ 2-7p.A. 950
18.105 MoceB maTepunana Ha aHaspobHble HaKTepum ¢ onpeaeneHnem YyBCTBUTE/IbHOCTU K aHTUOMOTMKam™ 2-7p.A. 950
18.106 MoceB maTepunana Ha aHaspobHble HaKTepum ¢ onpeaeneHnem YyBCTBUTE/IbHOCTU K aHTUOMOTUKam™ 2-7p.A. 950

MNoceB maTepuana Ha rpnbbl poaa Candida c onpegeneHMem YyBCTBUTE/IBHOCTU K aHTUMUKOTUYECKUM

18.107 3-6p.4. 850
npenapatam* P-4

18.108 Moces MaTep*Mana Ha rpmnbbl poga Candida c onpegeneHMem YyBCTBUTENbHOCTM K aHTUMUKOTUYECKMM 3-6pa. 850
npenapatam

18.109 Moces MaTep*Mana Ha rpmnbbl poga Candida c onpegeneHMem YyBCTBUTENbHOCTM K aHTUMUKOTUYECKMM 3-6pa. 850
npenapatam

18.110 Moces MaTep*Mana Ha rpmnbbl poga Candida c onpegeneHMem YyBCTBUTENbHOCTM K aHTUMUKOTUYECKMM 3-6pa. 850
npenapatam

18.111 Moces MaTep*Mana Ha rpmnbbl poga Candida c onpegeneHMem YyBCTBUTENbHOCTM K aHTUMUKOTUYECKMM 3-6pa. 850
npenapatam

18.112 Moces MaTep*Mana Ha rpmnbbl poga Candida c onpegeneHMem YyBCTBUTENbHOCTM K aHTUMUKOTUYECKMM 3-6pa. 850
npenapatam

18.113 MoceB maTepurana Ha rpmbbl poaa Candida c onpeaeneHnem YyBCTBUTENBHOCTU K aHTUMUKOTUYECKUM 3-6pa. 850

npenapatam*



18.114
18.115

18.116

18.117

18.118

18.119

18.120

18.121
18.122

18.123

18.124

18.125

18.126

18.127

18.128 NMoces maTepunana Ha Neisseria meningitidis c onpeaeneHnem 4yBCTBUTENBHOCTU K aHTUOMOTUKAM™*

18.129 Moces maTepunana Ha Neisseria meningitidis c onpeaeneHnem 4yBCTBUTENBHOCTU K aHTUOMOTUKAM*

MoceB maTepuana Ha Staphylococcus aureus (3010TUCTbIN cTaPUNOKOKK) C onpeaeneHnem
YyBCTBMTE/NIbHOCTU K aHTUBUOTUKAM™
MoceB maTepuana Ha Staphylococcus aureus (3010TUCTbIN cTaPUNOKOKK) C onpeaeneHnem
YyBCTBMTE/NIbHOCTU K aHTUBUOTUKAM™
MoceB maTepuana Ha Staphylococcus aureus (3010TUCTbIN cTaPUNOKOKK) C onpeaeneHnem
YyBCTBMTE/NIbHOCTU K aHTUBUOTUKAM™

MoceB maTepuana Ha Staphylococcus aureus (3010TUCTbIN cTaPUNOKOKK) C onpeaeneHnem
YyBCTBMTE/NIbHOCTU K aHTUBUOTUKAM™

MoceB maTepuana Ha Staphylococcus aureus (3010TUCTbIN cTaPUNOKOKK) C onpeaeneHnem
YyBCTBMTE/NIbHOCTU K aHTUBUOTUKAM™*

MoceB maTepuana Ha Staphylococcus aureus (3010TUCTbIN cTaPUNOKOKK) C onpeaeneHnem
YyBCTBMTE/NIbHOCTU K aHTUBUOTUKAM™*

MoceB maTepuana Ha Staphylococcus aureus (3010TUCTbIN cTaPUNOKOKK) C onpeaeneHnem
YyBCTBMTE/NIbHOCTU K aHTUBUOTUKAM™*

MoceB maTepurana Ha beTa-remonMTUYECKME CTPENTOKOKKM (Streptococcus) c onpegeneHmem
YyBCTBUTE/NIbHOCTU K aHTUBUOTUKam*
MoceB maTepurana Ha beTa-remonMTUYECKME CTPENTOKOKKM (Streptococcus) c onpegeneHmem
YyBCTBUTE/NIbHOCTU K aHTUBUOTUKam*
Moces maTepurana Ha beTa-remonMTUYECKME CTPENTOKOKKM (Streptococcus) c onpegeneHmem
YyBCTBUTE/NIbHOCTU K aHTUBUOTUKam™*

MoceB maTepunana Ha beTa-remonMTUYECKME CTPENTOKOKKM (Streptococcus) c onpegeneHmem
YyBCTBUTE/NIbHOCTU K aHTUBUOTUKam™*

MoceB maTepunana Ha beTa-remonnTUYecKkmne CTPENTOKOKKM (Streptococcus) c onpegeneHnem
YyBCTBUTE/IbHOCTU K @aHTMBMOTMKam*

MoceB maTepurana Ha beTa-remonMTUYECKME CTPENTOKOKKM (Streptococcus) c onpegeneHmem

4YyBCTBUTE/IbHOCTU K a HTUOMOTUKam™*

Moces maTepurana Ha beTa-remonMTUYECKME CTPENTOKOKKK (Streptococcus) c onpegeneHmem
YyBCTBUTE/NIbHOCTU K aHTUBUOTUKam™*

2-5p.a.

2-5p.a.

2-5p.a.

2-5p.a.

2-5p.a.

2-5p.a.

2-5p.a.

2-5p.a.

2-5p.a.

2-5p.a.

2-5p.a.

2-5p.a.

2-5p.a.

2-5p.a.

2-5p.a.

2-5p.a.

700

700

700

700

700

700

700

750

750

750

750

750

750

750

850

850



18.130 Moces maTepunana Ha Neisseria meningitidis c onpeaeneHnem 4yBCTBUTENBHOCTU K aHTUOMOTUKAM™*
18.131 Moces maTepunana Ha Neisseria meningitidis c onpeaeneHnem 4yBCTBUTENBHOCTU K aHTUOMOTUKAM™*
18.132 Moces maTepunana Ha Neisseria meningitidis c onpeaeneHnem 4yBCTBUTENbHOCTU K aHTUOMOTUKAM™*

18.133 Moces maTepunana Ha Neisseria meningitidis c onpeaeneHnem 4yBCTBUTENbBHOCTU K aHTUOMOTUKAM*

18.134 Moces maTepunana Ha Neisseria meningitidis c onpeaeneHnem 4yBCTBUTENBHOCTU K aHTUOMOTUKAM™*

MoceB maTepurana BEPXHUX AbixaTenbHbIx NyTel Ha Corynebacterium diphtheriae (guéTeputo) - 1

18.135
NoKanusauus (3e.)

MoceB maTepurana BEPXHUX AbixaTenbHbix nyTel Ha Corynebacterium diphtheriae (guéTepuio) - 1
nokanusauua (HOC)

MoceB maTepurana BEPXHUX AbixaTenbHbIx nyTel Ha Corynebacterium diphtheriae (guéTeputo) - 2
NoKkanusaumm (3es + HOC)

18.136

18.137

18.138 MNoceB maTepunana BepXHUX AblXxaTeNbHbIX NyTei Ha Bordetella pertussis (Kokntow)
18.139 MNoceB maTepunana BEPXHUX AblXxaTeNbHbIX NyTei Ha Bordetella pertussis (Kokntow)

18.140 NMoceB maTepunana BepxXHUX AblxaTeNbHbIX NyTei Ha Bordetella pertussis (Kokntow)
18.141 NMoceB maTepunana BepXHUX AblxaTeNbHbIX NyTei Ha Bordetella pertussis (Kokntow)
18.142 MNMoceB maTepunana BEpXHUX AblxaTeNbHbIX NyTei Ha Bordetella pertussis (kokntow)

18.143 MNoceB maTepunana BEpPXHUX AblxaTeNbHbIX NyTel Ha Bordetella pertussis (Kokntow)

18.144 MNMoceB maTepunana BEpXHUX AblxaTeNbHbIX NyTei Ha Bordetella pertussis (kokntow)

BaKTepMOHOFM‘-IECKOG nccnepgosaHue otaenaemoro HUXKHUX AbixXxatesibHbIX I'IYTEﬁ

2-5p.a.

2-5p.a.

2-5p.a.

2-5p.a.

2-5p.a.

2-5p.a.

2-5p.a.

2-5p.a.

5-6 p.a.
5-6 p.a.

5-6 p.a.

5-6 p.a.

5-6 p.a.

5-6 p.a.

5-6 p.a.

850

850

850

850

850

700

850

1.100

800

800

800

800

800

800

800



MoceB maTepuana HUKHUX AbIXaTeNbHbIX NyTek Ha MUKpPOdAOpY C onpeaeneHnem YyBCTBUTENIbHOCTH K

18.145 aHTUBUOTUKam™*

18.146 MoceB maTepunana Ha aHaspPobHble BaKTepun ¢ onpeaeneHnem YyBCTBUTE/IbHOCTM K aHTUBMOTUKam™

MNoceB maTepuana Ha rpnbbl poaa Candida c onpegeneHMem YyBCTBUTE/IBHOCTU K aHTUMUKOTUYECKUM

18.147 N
npenaparam

MNoces mMmaTepuaaa Ha MUKPOCKONMMU4yeckune Fpl/l6bl, KOMMEKCHOe nccnenoBaHme: naecHesble, APOXKKEBbIE

18.148
rpmnbbl c onpeaeneHnem YyBCTBUTENIbHOCTU K aHTUMMKOTUYECKMM NpenapaTam™

baKTepuonoruyeckoe uccneaosaHue oTaenaemoro 13 rnasa

18.149 MoceB maTepunana Ha MUKpodIopy C onpeaeneHnem YyBCTBUTENbHOCTU K aHTMOMOTUKaM*

18.150 MoceB maTepunana Ha MUKpodAopy C onpeaeneHnem YyBCTBUTENbHOCTU K aHTMOMOTUKaM*

18,151 'oces maTepuana Ha rpubel poaa Candida ¢ onpeaenenmem HyBCTBATENLHOCTY K aHTUMUKOTUYECKNM
77 npenapatam*

18.152 NMoces maTepuana Ha rpubsl poga Candida ¢ onpeaeneHMem YyBCTBUTENbHOCTU K aHTUMUKOTUYECKUM
7" npenapatam*

18.153 MoceB maTepuana Ha Staphylococcus aureus (3010TUCTbIN cTaPUNOKOKK) C onpeaeneHnem
' YyBCTBMTE/NIbHOCTU K aHTUBUOTUKAM™

18.154 MoceB maTepuana Ha Staphylococcus aureus (3010TUCTbIN cTaPUNOKOKK) C onpeaeneHnem
' YyBCTBMTE/NIbHOCTU K aHTUBUOTUKAM™*

18.155 Moces maTepuana Ha Neisseria gonorrhoeae (TOHOKOKK) C onpegeneHnem 4yBCTBUTENbHOCTU K
7T aHTMBMOTMKam*

Moces maTepuana Ha Neisseria gonorrhoeae (roHOKOKK) ¢ onpeaeneHnem 4yBCTBUTENbHOCTU K

18.1
8 56aHTM6M0TMKaM*

2-5p.a.

2-7p.A.

3-6p.Aa.

3-6p.Aa.

2-5p.a.

2-5p.a.

3-6p.Aa.

3-6p.Aa.

2-5p.a.

2-5p.a.

2-5p.a.

2-5p.a.

850

850

800

1.450

650

650

700

700

800

800

900

900



baKTepuonornyeckoe uccnegoBaHue oTAeNAeMOro U3 yxa

18.157 MoceB 0TAENSEMOr0 U3 yXa Ha MUKPOodIopY C onpeaeneHnemM YyBCTBUTENIbHOCTU K aHTUBMOTUKam™®
18.158 MoceB 0TAENAEMOr0 U3 yXxa  Ha MUKpPODNOPY C onpeaeneHnem YyBCTBUTENbHOCTU K aHTMBMOTUKam*
18.159 MoceB maTepunana Ha aHaspobHble BaKTepun ¢ onpeaeneHnem YyBCTBUTE/IbHOCTU K aHTUOMOTUKam™

18.160 MoceB maTepunana Ha aHaspobHble BaKTepum ¢ onpeaeneHnem YyBCTBUTE/IbHOCTU K aHTUBMOTUKam™

MNoceB maTepuana Ha rpnbbl poaa Candida c onpegeneHMem YyBCTBUTE/IBHOCTU K aHTUMUKOTUYECKUM
npenapatam*
MNoceB maTepuana Ha rpnbbl poaa Candida c onpegeneHMem YyBCTBUTE/IBHOCTU K aHTUMUKOTUYECKUM
npenapatam*
MNoceB maTepuana Ha rpnbbl, KOMMJIEKCHOE UCCNeaoBaHMe: NECHEBbIE, APOKKEBbIE FPUODI C
onpeaeneHnemM 4yBCTBUTENbHOCTU K aHTUMMKOTUYECKUM NpenapaTtam™
MNoceB maTepuana Ha rpnbbl, KOMMJIEKCHOE UCCNedoBaHMe: NeCHEBbIE, APOKKEBbIE FPUOBI C
onpeaeneHUemM 4yBCTBUTENbHOCTU K aHTUMMKOTUYECKUM NpenapaTtam™
MoceB maTepuana Ha Staphylococcus aureus (3010TUCTbIN cTaPUNOKOKK) C onpeaeneHnem
YyBCTBMTE/NIbHOCTU K aHTUBUOTUKAM™*
MoceB maTepuana Ha Staphylococcus aureus (3010TUCTbIN cTaPUNOKOKK) C onpeaeneHnem
YyBCTBMTE/NIbHOCTU K aHTUBUOTUKAM™*

BaKTepuonornyeckoe uccaegoBaHMe maTepuana ¢ KOXXu, MArKUX TKaHeN

18.161
18.162
18.163
18.164
18.165

18.166

18.167 MoceB maTepunana € KOXu 1 gp. Ha MUKpodiopy C onpeaeneHnemM YyBCTBUTENbHOCTU K aHTUBMOTUKam™®

MNoceB maTepuana Ha rpnbbl poaa Candida c onpegeneHMem YyBCTBUTE/IBHOCTU K aHTUMUKOTUYECKUM

18.168 .
npenapatam

MoceB maTepurana Ha rpmbbl, KOMNAEKCHOE UcCe0BaHMe: NNeCHEBbIe, APOXKKeBble rPUbbI C

18.169
onpejeneHnem YyBCTBUTE/IbHOCTM K aHTUMMKOTUYECKMM npenapatam™

BaKTepuMonoruueckoe uccieaoBaHue oTaenaemoro paH, UHeunbTpaTos, abcueccos

MoceB maTepuana Ha MUKPOHAOPY, KOMNAEKCHOE UccnefoBaHKe: asapobHble U aHaspobHble BaKTepuu, ¢
onpeaeneHnem YyBCTBUTENIbHOCTU K aHTUBMOTUKam™*
MNoceB maTepmana Ha MUKPOPAOPY, KOMNNEKCHOE UCcCea0BaHUe: a3pobHble M aHaspPobHble baKTepuu, ¢
onpeaeneHnem YyBCTBUTENIbHOCTU K aHTUBMOTUKam™*

18.170

18.171

2-5p.a.
2-5p.a.
2-7p.A.
2-7p.A.
3-6p.Aa.
3-6p.Aa.
3-6p.Aa.
3-6p.Aa.
2-5p.a.

2-5p.a.

2-5p.a.

3-6p.Aa.

3-6p.Aa.

2-7p.A.

2-7p.A.

900

900

900

900

850

850

950

950

700

700

1.000

850

1.500

1.500

1.500



MNoceB maTepmana Ha MUKPOPAOPY, KOMMNNEKCHOE UcCceaoBaHKe: a3pobHble M aHaspobHble baKTepuu, ¢

18.172 N 2-7p.4. 1.300
onpeaeneHMem YyBCTBUTE/IbHOCTU K aHTUOMOTUKaM

18.173 MoceB maTepnana Ha MUKpodaopy C onpeaeneHneM YyBCTBUTEIbHOCTM K aHTUOMOTMKam™* 2-5p.a. 1.000

18.174 MNMoceB maTepnana Ha MUKpodaopy C onpeaeneHnem YyBCTBUTE/IbHOCTU K aHTUOMOTUKam™* 2-5p.a. 1.000

18.175 MoceB maTepnana Ha MUKpodaopy C onpeaeneHnemM YyBCTBUTE/IbHOCTM K aHTUBMOTMKam™ 2-5p.a. 1.000

18.176 MoceB maTepunana Ha aHaspobHble BaKTepun ¢ onpeaeneHnem YyBCTBUTE/IbHOCTU K aHTUOMOTUKam™ 2-7p.A. 650

18.177 NMoceB maTepunana Ha aHaspobHble BaKTepum ¢ onpeaeneHnem YyBCTBUTE/IbHOCTU K aHTUBMOTUKam™ 2-7p.A. 650

18.178 MoceB maTepunana Ha aHaspobHble BaKTepum ¢ onpeaeneHnem YyBCTBUTE/IbHOCTU K aHTUOMOTUKam™ 2-7p.A. 650

18.179 Noces maTtepmana Ha Clostridium (knoctpugum) 2-7p.A. 900

18.180 MNoces maTtepmana Ha Clostridium (knoctpugum) 2-7p.A. 900

18.181 MNoces maTtepmana Ha Clostridium (knoctpugum) 2-7p.A. 900

18.182 MNoces maTepunana Ha Staphylococcu: aureus (3010TUCTbIM CTadUIOKOKK) C onpegeneHmem 2-5p.a 600
YyBCTBUTENIBHOCTU K aHTUOMOTUKAM

18.183 MNoces maTepunana Ha Staphylococcu: aureus (3010TUCTbIM CTadUIOKOKK) C onpegeneHmem 2-5p.a 600
YyBCTBUTENIBHOCTU K aHTUOMOTUKAM

18.184 MNocesB maTepunana Ha Staphylococcu: aureus (3010TUCTbIM cTadUIOKOKK) C onpegeneHmem 2-5pa. 600
YyBCTBUTENIBHOCTU K aHTUOMOTUKAM

18.185 MNoces MaTep*Mana Ha rpmbbl poga Candida ¢ onpegeneHnem 4yBCTBUTENIbHOCTM K aHTUMUKOTUYECKUM 3-6p.a 350
npenapaTam

18.186 Moces maTepuana Ha rpmbel poaa Candida c onpegeneHnem 4yBCTBUTENBHOCTU K aHTUMUKOTUYECKUM 3-6p.a 350

npenapatam*



MNoceB maTepuana Ha rpnbbl poaa Candida c onpegeneHMem YyBCTBUTE/IBHOCTU K aHTUMUKOTUYECKUM

18.187 npenaparam* 3-6p.a.

BakTepuonoruyeckoe uccnepoBaHue Kposu (GpNakoH, KaTteTep) U CTepunbHbIX BUONOrMYECKUX KUaKocTei
(nukBOp M Ap. - GnaKkoH)

MoceB KPOBW Ha CTEPUNBHOCTb, KOMNNEKCHOE UccneaoBaHme: asapobHble HakTepumn, aHaspobHble bakTepun,

18.188 " 5-8p. 4.
Fpl/l6b| conpeaeneHnem 4yBCTBUTENIbHOCTU K aHTVI6VIOTVIKaM N aHTUMUKOTUYECKUM NpenapaTtam

MeanaTpruyecknii NOCeB KPOBU HA CTEPUIBHOCTb, KOMMJIEKCHOE UCCnea0BaHMe: a3pobHble, GaKybTaTUBHO

18.189 aHaspobHbie HakTepum 1 rpmbbl Cc onpeseneHmem YyBCTBUTEbHOCTU K aHTUOMOTMKAM M aHTUMUKOTUYECKUM 5-8p.a.
npenapatam*
Cencuc, KOMNIEKCHOE MUCCNeA0BaHME: NMOCEB KPOBU Ha CTEPUALHOCTL (a3pobHble 6akTepun, aHaspobHble 1-2 p.a. -
18.190 6akTepuu, rpmbsbl) c onpegeneHMem YyBCTBUTENIbHOCTM K aHTUOMOTUKAM M aHTUMUKOTUYECKMM NPOKaNbUMUTOHUH, 5 -
npenapatam®* + NPoKanbLUTOHWUH 8 p. 4. - noces
1-2p.4. -

18.191 Cencuc-geTv, KOMNIeCcHoOe uccienoBaHMe: NeamMaTpUYeckmii NoceB KPoBK (a3pobHble, GaKkyAbTaTUBHO

M NPOKaNbUUTOHUH, 5 -
aHaspobHble BakTepun 1 rpmbbl) C onpeageneHnem YyBCTBUTEIbHOCTU K aHTUBMOTUKAM™® + NPOKaNbLUUTOHUH

8 p. 4. - noces

18.192 MoceB maTepunana Katetepa Ha MUKpPodaopy C onpeaeneHneM YyBCTBUTE/IbHOCTM K aHTUBMOTUKam™ 3-6p.Aa.

18.193 MNoceB KPOBWU Ha a3pobHble BakTepuun U rpmbbl ¢ onpeaeneHnem YyBCTBUTENbHOCTU K aHTUOMOTUKAM U c.g
' aHTUMMKOTMYECKMM NpenapaTam™® p- A

18.194 MoceB KPOBM Ha aHa3POOHbIe HaKTepun ¢ onpeaeneHnem YyBCTBUTE/IbHOCTM K aHTUOBMOTMKam™ 5-8p.aA.

850

3.500

1.500

3.800

2.200

650

1.950

1.850



MoceB NMKBOPa/BMONOTMYECKMX KNOKOCTEN Ha CTEPUIBHOCTb (KOMMNIEKCHOE UccnegoBaHue): asapobHble,

18.195 ¢pakynbTaTMBHO aHaspobHble BaKkTepum 1 rpubbl C onpeseneHnem YyBCTBUTENbHOCTU K aHTUOMOTUKaAM 1

19.1

19.2

19.3

19.4

19.5

19.6

19.7

19.8

19.9

aHTUMMKOTMYECKMM NpenapaTtam™®

BAKTEPMO/IOTMYECKOE UCCNEQOBAHUE APYTMX BUONIOMMYECKUX YNOKOCTEN
bakTepuonoruyeckoe uccnegosaHue rpyaHoro MoaoKa

MoceB rpyAHOro MOJIOKa  Ha MUKpPOdNOpY C onpeaeneHnem YyBCTBUTENIbHOCTU K aHTMBMOTUKamM*

MoceB maTepuana Ha Staphylococcus aureus (3010TUCTbIN cTaPUNOKOKK) € onpeaeneHnem
YyBCTBMTE/NIbHOCTU K aHTUBUOTUKAM™*
BaKTepuonornyeckoe nccaegoBaHUe XKenum

MoceB Kenun Ha MUKpodaopy C onpeseneHNem YyBCTBUTENbHOCTM K aHTMOMOTUKam™

MoceB maTepurana Ha rpmbbl poaa Candida c onpeaeneHnem YyBCTBUTENBHOCTU K aHTUMUKOTUYECKUM
npenapatam*

MoceB maTepurana Ha aHaspobHble baKkTepun c onpeaeneHnem YyBCTBUTENbHOCTU K aHTMOMOTUKaM*

BaKTepVIOHOFW-IeCKOE unccnepgosaHue 6uonornuecknx )KM,D,KOCTGVI

MoceB NYHKLUMOHHBIX }KUAKOCTEN Ha MUKPOdIopYy C onpeaeneHnem YyBCTBUTENbHOCTU K aHTMOMOTUKaM*

MoceB maTepurana Ha aHaspobHble bakTepun c onpeaeneHnem YyBCTBUTENbHOCTU K aHTMOMOTUKaM*

MNoceB maTepuana Ha rpnbbl poaa Candida c onpegeneHMem YyBCTBUTE/IBHOCTU K aHTUMUKOTUYECKUM
npenapatam*

Moces maTepuana Ha Neisseria gonorrhoeae (TOHOKOKK) ¢ onpegeneHnem 4yBCTBUTENbHOCTU K
aHTMBMOTUKam*

19.10 Moces maTepuana Ha Neisseria meningitidis c onpeaeneHnem 4yBCTBUTENBHOCTU K aHTUOMOTUKam*

JdononHutenbHble 6a KTepuonornyeckme nccnegosaHuma

19.11 BakTepMOCKONMYECKOEe UCCneg0BaHNe OKpaLleHHOro maska (no Mpamy)

5-8p.a.

2-5p.a.

2-5p.a.

2-5p.a.
3-6p.Aa.

2-7p.A.

2-5p.a.
2-7p.A.
3-6p.Aa.
2-5p.a.

2-5p.a.

1-2 p.Aa.

1.300

660

500

850

750

650

850

650

650

650

750

450



19.12

19.13

19.14

19.15

19.16

19.17

19.18

20.1
20.2
20.3
20.4
20.5
20.6
20.7
20.8
20.9
20.10
20.11
20.12
20.13
20.14
20.15
20.16
20.17

JononHutenbHaa aHTMOMOTUKOrPaMma: YyBCTBUTE/IbHOCTb MUKPOOPraHNU3MOB K pPaclUMPEHHOMY CNEKTPY
aHTMOMOTHKOB

JononHuTtenbHaa aHTMBMOTUKOrpamma: YyBCTBUTE/IbHOCTb MUKPOOPTaHNU3MOB K CNEKTPY aHTUOMOTUKOB Mo
WHAVBUAYANbHOMY 3aKasy

JononHutenbHaa aHTMBMOTMKOrpamma: 4yBCTBUTENBbHOCTb ESBL-luTammos

OnpepgeneHne 4yBCTBUTENIbHOCTU K BakTepmnodaram BblgeNEHHOTO MUKPOOPraHM3Ma

NpeHTMdMKaLmA BblAENEHHOTO MUKPOOPraHM3ma (asapobbl, aHaspobbl, rpmbbl)

CTaHAapTHaA aHTMBMOTUKOrPaMma BblAE/IEHHOrO MUKPOOPraHM3ma

OnpegeneHne 4yBCTBUTENIbHOCTU K aHTUMMUKOTUYECKMM NpenapaTam BblAeNEHHON KynbTypbl rpnbos

NUP-AUATHOCTUKA MHOEKLINIA
CucremHble BUPYCHble UHEKLUU
BoiasneHne PHK Bupyca renatuta A (HAV)
BoiasneHue PHK Bupyca renatuta A (HAV)
BoinsneHne AHK Bupyca renatuta B (HBV)
BoinsneHne AHK Bupyca renatuta B (HBV)
KonuuyectseHHoe onpeaeneHne AHK supyca renatmuta B (HBV)
KonnuecteseHHoe onpeaenenne AHK supyca renatuta B (HBV) (ynbTpauyBCTBUTENbHbIN)
leHoTMNMpPOBaHMe BMpYca renaTtuTta B (HBV)
Boiasnernne PHK supyca renatuta C (HCV)
BoiasneHne PHK supyca renatuta C (HCV)
KonnuecteseHHoe onpeaenenune PHK supyca renatuta C (HCV)
KonnuecteseHHoe onpeaeneHune PHK Bupyca renatuta C (HCV) (ynbTpavyBCTBUTENbHBbIN)
lfeHoTMnMpoBaHue Bupyca renatuta C (HCV) (reHotunsl 1a, 1b, 2, 3, 4)
leHoTMnMpoBaHue Bupyca renatuta C (HCV) (reHotunsl 1a, 1b, 2, 3)
BoiasnerHne PHK supyca renatuta D (HDV)
BoiasneHne PHK supyca renatuta D (HDV)
Boiasnernne PHK supyca renatuta G (HGV)
Boiasnernne PHK supyca renatuta G (HGV)

1-3p.a.
1-3p.a.

1-3p.a.

1-3p.a.

1-3p.a.

1-3p.a.

2-4p.40.

1-2 p.Aa.
1-2 p.Aa.
1-2 p.Aa.
1-2 p.Aa.
1-2 p.Aa.
2-3 p.Ao.
4-5 p.o.
1-2 p.Aa.
1-2 p.Aa.
1-2 p.Aa.
1-2 p.Aa.
2-3 p.A.
1-2 p.Aa.
1-2 p.Aa.
1-2 p.Aa.
4-5 p.o.
4-5 p.o.

1.300

650

900

550

500

500

1.550

650
500
500
500
850
1.550
1.500
550
550
1.900
2.100
1.950
1.500
750
650
800
650



20.18
20.19
20.20

20.21

20.22

20.23

20.24

20.25

20.26
20.27

20.28

20.29

20.30

20.31

20.32

20.33
20.34

20.35

20.36

BoinsneHne AHK Bupyca renatuta TT (TTV)
BoinsneHne AHK Bupyca renatuta TT (TTV)
Boiasnernne [HK Bupyca npocrtoro repneca 1, 2 Tuna (Herpes simplex virus)

Boiasnernne [HK Bupyca npocroro repneca 1, 2 Tuna (Herpes simplex virus)

Boiasnernne [HK Bupyca npocroro repneca 1, 2 Tuna (Herpes simplex virus)

Boiasnerne [HK Bupyca npocrtoro repneca 1, 2 Tuna (Herpes simplex virus)

Boiasnerne [HK Bupyca npocrtoro repneca 1, 2 Tuna (Herpes simplex virus)
Boiasnerne [HK Bupyca npocroro repneca 1, 2 Tuna (Herpes simplex virus)

Boiasnernne [HK Bupyca npocrtoro repneca 1, 2 Tuna (Herpes simplex virus)

Boiasnernne [HK Bupyca npocrtoro repneca 1, 2 Tuna (Herpes simplex virus)

Boiasnerne [HK Bupyca npocroro repneca 1, 2 Tuna (Herpes simplex virus)

Boiasnerne [HK Bupyca npocrtoro repneca 1, 2 Tuna (Herpes simplex virus)
Boiasnerne [HK Bupyca npocrtoro repneca 1, 2 Tuna (Herpes simplex virus)

Boiasnerne [HK Bupyca npocroro repneca 1, 2 Tuna (Herpes simplex virus)

Boiasnernne [HK Bupyca npocrtoro repneca 1, 2 Tuna (Herpes simplex virus)

Boiasnerne [HK Bupyca npocroro repneca 1, 2 Tuna (Herpes simplex virus)
BoinsneHne AHK untomeranosupyca (CMV)

BoinsneHne AHK untomeranosupyca (CMV)

BoinsneHne AHK untomeranosupyca (CMV)

4-5 p.o.
4-5 p.o.
1-2 p.Aa.

1-2 p.Aa.

1-2 p.Aa.

1-2 p.Aa.

1-2 p.Aa.
1-2 p.Aa.
1-2 p.Aa.

1-2 p.Aa.

1-2 p.Aa.

1-2 p.Aa.
1-2 p.Aa.
1-2 p.Aa.

1-2 p.Aa.

1-2 p.Aa.
1-2 p.Aa.

1-2 p.Aa.

1-2 p.Aa.

750
750
300

300

300

300

300

300

300

300

300

300

300

300

300

300
300

300

300



20.37

20.38

20.39

20.40
20.41

20.42

20.43

20.44

20.45

20.46
20.47
20.48

20.49
20.50

20.51

20.52

20.53
20.54

20.55

BoinsneHne AHK untomeranosupyca (CMV)

BoinsneHne AHK untomeranosupyca (CMV)
BoinsneHne AHK untomeranosupyca (CMV)

BoinsneHne AHK untomeranosupyca (CMV)

BoinsneHne AHK untomeranosupyca (CMV)

BoinsneHne AHK untomeranosupyca (CMV)

BoinsneHne AHK untomeranosupyca (CMV)
BoinsneHne AHK untomeranosupyca (CMV)

BoinsneHne AHK untomeranosupyca (CMV)

BoinsneHne AHK untomeranosupyca (CMV)
BoinsneHne AHK untomeranosupyca (CMV)

Boiasnernne [HK Bupyca dnwrtenH-bapp (EBV)

Boiasnernne [HK Bupyca dnwTtenH-bapp (EBV)
Boiasnernne HK Bupyca dnwTtenH-bapp (EBV)

Boiasnernne [HK Bupyca dnwTtenH-bapp (EBV)

Boiasnernne [HK Bupyca dnwrtenH-bapp (EBV)

Boiasnernne [HK Bupyca dnwrtenH-bapp (EBV)
Boiasnernne [HK Bupyca dnwrtenH-bapp (EBV)

Boiasnernue HK Bupyca Bapuuenna-3octep (VZV)

1-2 p.Aa.

1-2 p.Aa.
1-2 p.Aa.
1-2 p.Aa.

1-2 p.Aa.

1-2 p.Aa.

1-2 p.Aa.
1-2 p.Aa.
1-2 p.Aa.
1-2 p.Aa.

1-2 p.Aa.
1-2 p.Aa.
1-2 p.Aa.

1-2 p.Aa.

1-2 p.Aa.

1-2 p.Aa.

1-2 p.Aa.
1-2 p.Aa.

1-2 p.Aa.

300

300

300

300
300

300

300

300

300

300

300
300

300
300

300

300

300
300

300



20.56
20.57

20.58

20.59

20.60
20.61
20.62

20.63

20.64
20.65

20.66

20.67

20.68

20.69

20.70

20.71
20.72
20.73
20.74

20.75

Boiasnernne HK Bupyca Bapuuenna-3octep (VZV)
Boiasnernue HK Bupyca Bapuuenna-3octep (VZV)

Boiasnernne HK Bupyca Bapuuenna-3octep (VZV)

Boiasnernne HK Bupyca Bapuuenna-3octep (VZV)

Boiasnexnne HK Bupyca Bapuuenna-3octep (VZV)
Boiasnernne JHK Bupyca Bapuuenna-3octep (VZV)
Boiasnernne [HK Bupyca repneca 6 Tuna (HHV 6)

Boiasnernue [HK Bupyca repneca 6 Tuna (HHV 6)

Boiasnernne [HK Bupyca repneca 6 Tuna (HHV 6)

Boiasnernue [HK Bupyca repneca 6 Tuna (HHV 6)

Boiasnernue [HK Bupyca repneca 6 Tuna (HHV 6)

Boiasnernne [HK Bupyca repneca 6 Tuna (HHV 6)
Boiasnernue [HK Bupyca repneca 6 Tuna (HHV 6)

Boiasnernne [HK Bupyca repneca 6 Tuna (HHV 6)

Boiasnernne [HK Bupyca repneca 6 Tuna (HHV 6)

Boiasnernue [HK Bupyca repneca 6 Tuna (HHV 6)
Boiasnernne [HK Bupyca repneca 8 Tuna (HHV 8)
Boiasnernne [HK Bupyca repneca 8 Tuna (HHV 8)
Boiasnernne [HK Bupyca repneca 8 Tuna (HHV 8)

Boiasnernue [HK Bupyca repneca 8 Tuna (HHV 8)

1-2 p.Aa.
1-2 p.Aa.

1-2 p.Aa.

1-2 p.Aa.

1-2 p.Aa.
1-2 p.Aa.
1-2 p.Aa.

1-2 p.Aa.
1-2 p.Aa.

1-2 p.Aa.

1-2 p.Aa.

1-2 p.Aa.
1-2 p.Aa.
1-2 p.Aa.

1-2 p.Aa.

1-2 p.Aa.
1-2 p.Aa.
1-2 p.Aa.
1-2 p.Aa.

1-2 p.Aa.

300
300

300

300

300
300
300

300
300
300

300

300

300

300

300

300
300
300
300

300



20.76

20.77
20.78

20.79
20.80

20.81

20.82

20.83
20.84

20.85

20.86
20.87

20.88

20.89

20.90
20.91
20.92
20.93

20.94

20.95

20.96

Boiasnernne [HK Bupyca repneca 8 Tuna (HHV 8)

Boiasnernue [HK Bupyca repneca 8 Tuna (HHV 8)

BoiasneHne PHK Bupyca kpacHyxu (Rubella virus)

Boiasnernne PHK Bupyca kpacHyxu (Rubella virus)

BoiasneHne PHK Bupyca kpacHyxu (Rubella virus)

BoiasneHne PHK Bupyca kpacHyxu (Rubella virus)

BoiasneHne PHK Bupyca kpacHyxu (Rubella virus)

Boiasnernne PHK Bupyca kpacHyxu (Rubella virus)
Boiasnernne PHK Bupyca kpacHyxu (Rubella virus)

Boiasnernne [HK napsosupyca (Parvovirus B19)

Boiasnernne [HK napsosupyca (Parvovirus B19)

Boiasnernne [HK napsosupyca (Parvovirus B19)

Boiasnernne [HK napsosupyca (Parvovirus B19)

Boiasnernne [HK napsosupyca (Parvovirus B19)

Boiasnernne [HK napsosupyca (Parvovirus B19)
Boiasnernne [HK napsosupyca (Parvovirus B19)
BoiasneHne PHK aHTeposupycos (Enterovirus spp.)
BoiasneHne PHK aHTeposupycos (Enterovirus spp.)

BoiasneHne PHK aHTeposupycos (Enterovirus spp.)
NanunnomasupycHaa uHdekums

Boiasnernne [HK Bupyca nanuanomsl Yenoseka tuna 16 (HPV 16)

Boiasnernne JHK Bupyca nanuanomsl Yenoseka tuna 16 (HPV 16)

1-2 p.Aa.

1-2 p.Aa.
4-5 p.o.

4-5 p.o.
4-5 p.o.

4-5 p.o.

4-5 p.o.

4-5 p.o.
4-5 p.o.

1-2 p.Aa.
1-2 p.Aa.

1-2 p.Aa.

1-2 p.Aa.

1-2 p.Aa.

1-2 p.Aa.
1-2 p.Aa.
2-3 p.Ao.
2-3 p.Ao.

2-3 p.Ao.

1-2 p.Aa.

1-2 p.Aa.

300

300
650

650
650

650

650

650
650

550

550
550

550

550

550
550
1.200
1.200

1.200

250

250



20.97 BbiasneHune AHK Bupyca nanunnombl yenoseka Tmna 16 (HPV 16)

20.98 BbiasneHune AHK Bupyca nanuanombl yenoseka Tuna 18 (HPV 18)

20.99 BbiasneHune AHK Bupyca nanuanombl yenoseka Tmna 18 (HPV 18)

20.100 BoiasneHne JHK Bupyca nanuanomsl Yenoseka tuna 18 (HPV 18)

20.101 BbiasneHue AHK Bupyca nanunnombl Yenoseka Tuna 16 /18 (HPV 16/18) BbICOKOOHKOF€HHbI PUCK
20.102 BbiasneHue [HK Bupyca nanunnombl yenoseKka Tvna 16/18 (HPV 16/18) BbICOKOOHKOTEHHbIN PUCK

20.103 BbiasneHue [HK Bupyca nanunnombl Yenoseka Tuna 16 /18 (HPV 16/18) BbICOKOOHKOFeHHbI PUCK

BbiasneHne AHK Bupyca nannanomol Yenoseka tuna 16 /18 (HPV 16/18) BbICOKOOHKOT€HHbIN PUCK -

20.104 o
NONYKONIMYECTBEHHbIN

20.105 BoiasneHue JHK Bupyca nanuanomsl Yenoseka tuna 31, 35,52  (cpegHeOHKOreHHbIM PUCK)
20.106 BbiasneHue JHK Bupyca nanuanomsl Yenoseka tuna 31, 35,52  (cpegHeEOHKOreHHbIM PUCK)

20.107 BoiasneHue JHK Bupyca nanuanomsl Yenoseka tuna 31, 35,52 (cpegHeEOHKOreHHbIM PUCK)

20.108 BbiasneHue JHK BMpyca nannanomol Yenoseka tuna 6, 11 (HU3KOOHKOreHHbIN PUCK)
20.109 Boiasnexue JHK BMpyca nannanomol Yenoseka tuna 6, 11 (HU3KOOHKOreHHbIN PUCK)

20.110 BbiaBneHue AHK Bupyca nannnnombl YenoseKka tuna 6, 11 (HU3KOOHKOTeHHbIM PUCK)

BoiagneHue AHK Bupyca nannnnombl YenoBeKa BbICOKOOHKOreHHOro pucka 11

20.111
0 t™mnos(16,18,31,33,35,39,45,52,58,59,67)

1-2 p.Aa.

1-2 p.Aa.

1-2 p.Aa.

1-2 p.Aa.

2p.4.

2p.4.

2p.4.

2p.4.

2p.4.

2p.4.

2p.4.

2p.4.

2p.4.

2p.4.

2p.4.

250

250

250

250

300

300

300

600

400

400

400

300

300

300

1.200



BoiagneHue AHK Bupyca nannnnombl YenoBeKa BbICOKOOHKOreHHOro pucka 11

20.112 1 108(16,18,31,33,35,39,45,52,58,59,67)

BoiagneHue AHK Bupyca nannnnombl YenoBeKa BbICOKOOHKOreHHOro pucka 11

20113 nos(16,18,31,33,35,39,45,52,58,59,67)

BoiagneHue AHK Bupyca nannnnombl YenoBeKa BbICOKOOHKOreHHOro pucka 11
Tmnos(16,18,31,33,35,39,45,52,58,59,67) - onpeaeneHne KANHUYECKN 3HAYUMMbIX KOHLLEHTpaL M

CKpUHUHT HPV (4 Tvna + KBM*) HPV 6/ HPV 11/ HPV 16/ HPV 18
*KBM - KoHTpoAnb B3ATUA MaTepuana

CKpUHUHT HPV (4 Tvna + KBM*) HPV 6/ HPV 11/ HPV 16/ HPV 18
*KBM - KoHTpoAnb B3ATUA MaTepurana

20.114

20.115

20.116

CKpuHUHT HPV (4 Tuna + KBM*) HPV 6/ HPV 11/ HPV 16/ HPV 18

20.117 *KBM - KOHTpO/b B3ATUA MaTepuana

CKpUHUHT HPV, pacwmpeHHbiit (15 TMnos, pesynbTaT uHAnBMAYanbHo/Ha rpynny, + KBM*) HPV 6,11/ HPV
20.118 16, 31, 33, 35, 52, 58/ HPV 18, 39, 45, 59/ HPV 51/ HPV 56/ HPV 68

*KBM - KoHTpoAnb B3ATUA MaTepuana

CKpUHUHT HPV, pacwmpeHHbiit (15 TMnos, pesynbTaT uHAnBMAYyanbHo/Ha rpynny, + KBM*) HPV 6,11/ HPV
20.119 16, 31, 33, 35, 52, 58/ HPV 18, 39, 45, 59/ HPV 51/ HPV 56/ HPV 68

*KBM - KoHTpoAnb B3ATUA MaTepuana

CKpUHUHT HPV, pacwmpeHHbiit (15 TMnos, pesynbTaT uHAnBMAYyanbHo/Ha rpynny, + KBM*) HPV 6,11/ HPV
20.12016, 31, 33, 35, 52, 58/ HPV 18, 39, 45, 59/ HPV 51/ HPV 56/ HPV 68
*KBM - KoHTpoAnb B3ATUA MaTepuana

TunuposaHue HPV (21 tun + KBM*) HPV 6/ HPV 11/ HPV 16/ HPV 18/ HPV 31/ HPV 33/ HPV 35/ HPV 39/
HPV 45/ HPV 52/ HPV 58/ HPV 59/ HPV 26/ HPV 51/ HPV 53/ HPV 56/ HPV 66/ HPV 68/ HPV 73/ HPV 82/
HPV 44

*KBM - KoHTpoAnb B3ATUA MaTepuana

TunuposaHue HPV (21 tun + KBM*) HPV 6/ HPV 11/ HPV 16/ HPV 18/ HPV 31/ HPV 33/ HPV 35/ HPV 39/
HPV 45/ HPV 52/ HPV 58/ HPV 59/ HPV 26/ HPV 51/ HPV 53/ HPV 56/ HPV 66/ HPV 68/ HPV 73/ HPV 82/
HPV 44

*KBM - KoHTpoAnb B3ATUA MaTepuana

20.121

20.122

2p.4.

2p.4.

2p.4.

1-2 p.Aa.

1-2 p.Aa.

1-2 p.Aa.

1-2 p.Aa.

1-2 p.Aa.

1-2 p.Aa.

1-2 p.Aa.

1-2 p.Aa.

1.200

1.200

1.200

550

550

550

1.300

1.300

1.300

2.200

2.200



TunuposaHue HPV (21 Tun + KBM*) HPV 6/ HPV 11/ HPV 16/ HPV 18/ HPV 31/ HPV 33/ HPV 35/ HPV 39/
HPV 45/ HPV 52/ HPV 58/ HPV 59/ HPV 26/ HPV 51/ HPV 53/ HPV 56/ HPV 66/ HPV 68/ HPV 73/ HPV 82/

20.123 HPV 44 1-2 p.Aa.
*KBM - KoHTpoAnb B3ATUA MaTepuana

20.124 BMY BbiIcOKOOHKOreHHoro pucka, DIGENE - test (tunbi 16/18/31/33/35/39/45/51/52/56/58/59/68) 12-13 p.Aa.

20.125 BMY HNM3KOOHKOreHHOro pucka, DIGENE - test (tunbl 6/11/42/43/44) 12-13 p.A4.

MHdeKuumn pecnupatopHoro TpakTa (npodunb)
PecnupaTopHbI npodunb - BUPYCHble U BakTepuanbHble BO36yanTenm MHPeKumMi AbixaTenbHbiX NyTeun:
BMpYC rpunna A, supyc rpunna B, supyc HIN1, Bupycbl naparpunna (1, 2, 3, 4 Tvnos), KopoHasupycbl (0C43,
20.126 229F, HKU1, NL63), 60oKaBuMpyc, afeHOBMPYC, PUHOBUPYC, PECNNPATOPHO-CUHTULMANBHBIN BUPYC, 1-2 p.a.
meTanHeBMOBUpYC, Streptococcus pneumoniae, Mycoplasma pneumoniae, Chlamydia pneumoniae,
Haemophilus influenza (cocko6 13 potornoTtku)
PecnupaTopHbI npodunb - BUPYCHble U BakTepuanbHble BO36yanTenu MHPeKuMi AbixaTenbHbiX NyTeun:
BMpYC rpunna A, Bupyc rpunna B, supyc HIN1, Bupycbl naparpunna (1, 2, 3, 4 Tunos), KopoHasupycbl (0C43,
20.127 229F, HKU1, NL63), 60oKaBuMpyc, afeHOBMPYC, PUHOBUPYC, PECNNPATOPHO-CUHTULMANBHBIN BUPYC, 1-2 p.a.
MeTanHeBMOBUPYC; Streptococcus pneumoniae, Mycoplasma pneumoniae, Chlamydia pneumoniae,
Haemophilus influenza (cockob 13 HocornoTku)
PecnupaTopHbI npodunb - BUPYCHble U BakTepuanbHble BO36yanTenm MHPeKumMi AbixaTenbHblX NyTeun:
BMpYC rpunna A, supyc rpunna B, supyc HIN1, Bupycbl naparpunna (1, 2, 3, 4 Tvnos), KopoHasupycbl (0C43,
20.128 229F, HKU1, NL63), 60oKaBMpyc, afeHOBMPYC, PUHOBUPYC, PECNNPATOPHO-CUHTULMANBHBIN BUPYC, 1-2 p.a.
MeTanHeBMOBUPYC; Streptococcus pneumoniae, Mycoplasma pneumoniae, Chlamydia pneumoniae,
Haemophilus influenza (mokpoTa)
PecnupaTopHbI npodunb - BUPYCHble U BakTepuanbHble BO36yanTenn MHPeKumMi AbixaTenbHbiX NyTeun:
BMpYC rpunna A, supyc rpunna B, supyc HIN1, Bupycbl naparpunna (1, 2, 3, 4 Tunos), KopoHasupycbl (0C43,
20.129 229F, HKU1, NL63), 60oKaBuMpyc, afeHOoBMPYC, PUHOBUPYC, PECNMPATOPHO-CUHTULMANBHBIN BUPYC, 1-2 p.a.
MeTanHeBMOBUPYC; Streptococcus pneumoniae, Mycoplasma pneumoniae, Chlamydia pneumoniae,
Haemophilus influenza (naBa*kHas XMAKOCTb)
PecnupaTopHbI npodunb - BUPYCHble U BakTepuanbHble BO36yanTenm MHPeKumMi AbixaTenbHbIX NyTeun:
BMpYC rpunna A, Bupyc rpunna B, supyc HIN1, Bupycbl naparpunna (1, 2, 3, 4 Tunos), KopoHasupycbl (0C43,
20.130 229F, HKU1, NL63), 60oKaBuMpyc, afeHOBMPYC, PUHOBUPYC, PECNNPATOPHO-CUHTULMANBHBIN BUPYC, 1-2 p.a.
MeTanHeBMOBUPYC; Streptococcus pneumoniae, Mycoplasma pneumoniae, Chlamydia pneumoniae,
Haemophilus influenza (BbinoTbl, TpaHCcCyAaTbl, 3KCCyAaTbl)

2.200

4.700

4.500

3.750

3.750

3.900

3.900

3.900



PecnupaTopHbIn npodunb - BUPYCHble U BakTepmanbHble BO36yanTenm MHPeKumMim AbixaTenbHbiX NyTeun:

BMpYC rpunna A, Bupyc rpunna B, supyc HIN1, Bupycbl naparpunna (1, 2, 3, 4 Tunos), KopoHasupycbl (0C43,
20.131 229F, HKU1, NL63), 6oKaBuMpyc, afeHOBMUPYC, PUHOBUPYC, PECNNPATOPHO-CUHTULMANBHBIN BUPYC,

MeTanHeBMOBUPYC; Streptococcus pneumoniae, Mycoplasma pneumoniae, Chlamydia pneumoniae,

Haemophilus influenza (buonormnyeckue *Kmngkoctu)

PecnupaTopHbIn npodunb - BUPYCHble U BakTepuanbHble BO36yanTenm MHPeKuMi AbiXxaTenbHbIX NyTeun:

BMpYC rpunna A, Bupyc rpunna B, supyc HIN1, Bupycbl naparpunna (1, 2, 3, 4 Tunos), KopoHasupycbl (0C43,
20.132 229F, HKU1, NL63), 60oKaBuMpyc, afeHOBMPYC, PUHOBUPYC, PECNNPATOPHO-CUHTULMANBHBIN BUPYC,

MeTanHeBMOBUPYC; Streptococcus pneumoniae, Mycoplasma pneumoniae, Chlamydia pneumoniae,

Haemophilus influenza (BeHo3Has KpoBb)

BupycHble MHEKLUM pecnMpaTopHOro TpaKTa

OPBW-komnnekc (supyc rpunna A, supyc rpunna B, supyc HIN1, supycol naparpunna (1, 2, 3, 4 Tunos),
20.133 KopoHasupycbl (0C43, 229F, HKU1, NL63), 6oKkaBupyc, aAeHOBUPYC, PUHOBUPYC, PECNIUPATOPHO-

CUHTULMANBbHBIN BUPYC, METANMHEBMOBUPYC)

OPBW-komnnekc (Bupyc rpunna A, supyc rpunna B, supyc HIN1, supycol naparpunna (1, 2, 3, 4 Tunos),
20.134 kopoHasupycbl (0C43, 229F, HKU1, NL63), 6oKkaBupyc, aAeHOBUPYC, PUHOBUPYC, PECNIUPATOPHO-

CUHTULMANBbHBIN BUPYC, METANMHEBMOBUPYC)

OPBW-komnnekc (Bupyc rpunna A, supyc rpunna B, supyc HIN1, supycol naparpunna (1, 2, 3, 4 Tunos),
20.135 KopoHasupycbl (0C43, 229F, HKU1, NL63), 60KkaBupyc, aAeHOBUPYC, PUHOBUPYC, PECNIUPATOPHO-

CUHTULMANBbHBIN BUPYC, METANMHEBMOBUPYC)

OPBW-komnnekc (supyc rpunna A, supyc rpunna B, supyc HIN1, supycol naparpunna (1, 2, 3, 4 Tunos),
20.136 KopoHasupycbl (0C43, 229F, HKU1, NL63), 6oKkaBupyc, aAeHOBUPYC, PUHOBUPYC, PECNIUPATOPHO-

CUHTULMANBbHBIN BUPYC, METAMHEBMOBUPYC)

OPBW-komnnekc (Bupyc rpunna A, supyc rpunna B, supyc HIN1, supycol naparpunna (1, 2, 3, 4 Tunos),
20.137 KopoHasupycbl (0C43, 229F, HKU1, NL63), 60KkaBupyc, aAeHOBMPYC, PUHOBUPYC, PECNIUPATOPHO-

CUHTULMANBbHBIN BUPYC, METANMHEBMOBUPYC)

OPBW-komnnekc (Bupyc rpunna A, supyc rpunna B, supyc HIN1, supycol naparpunna (1, 2, 3, 4 Tunos),
20.138 KopoHasupycbl (0C43, 229F, HKU1, NL63), 6oKkaBupyc, aAeHOBUPYC, PUHOBUPYC, PECNIUPATOPHO-

CUHTULMANBbHBIN BUPYC, METANMHEBMOBUPYC)

OPBW-komnnekc (Bupyc rpunna A, supyc rpunna B, supyc HIN1, supycol naparpunna (1, 2, 3, 4 Tunos),
20.139 KopoHasupycbl (0C43, 229F, HKU1, NL63), 6oKkaBupyc, aAeHOBUPYC, PUHOBUPYC, PECNIUPATOPHO-

CUHTULMANBbHBIN BUPYC, METANMHEBMOBUPYC)

OPBW-komnnekc (Bupyc rpunna A, supyc rpunna B, supyc HIN1, supycol naparpunna (1, 2, 3, 4 Tunos),
20.140 kopoHasupycbl (0C43, 229F, HKU1, NL63), 60KkaBupyc, aAeHOBUPYC, PUHOBUPYC, PECNIUPATOPHO-

CUHTULMANBbHBIN BUPYC, METAMHEBMOBUPYC)

1-2 p.Aa.

1-2 p.Aa.

1-2 p.Aa.

1-2 p.Aa.

1-2 p.Aa.

1-2 p.Aa.

1-2 p.Aa.

1-2 p.Aa.

1-2 p.Aa.

1-2 p.Aa.

3.900

3.900

2.850

2.850

2.850

2.850

2.850

2.850

2.850

2.850



OPBW-komnnekc (Bupyc rpunna A, supyc rpunna B, supyc HIN1, supycol naparpunna (1, 2, 3, 4 Tunos),
20.141 kopoHasupycbl (0C43, 229F, HKU1, NL63), 6oKkaBupyc, aAeHOBUPYC, PUHOBUPYC, PECNUPATOPHO-
CUHTULMANBbHBIN BUPYC, METANMHEBMOBUPYC)

20.142 BoiasneHne PHK supycos rpunna (Bupyc rpunna A, sBupyc rpunna B)

20.143 BoiasneHue PHK supycos rpunna (Bupyc rpunna A, sBupyc rpunna B)
20.144 BoiasneHne PHK supycos rpunna (Bupyc rpunna A, Bupyc rpunna B)

20.145 BoiasneHne PHK supycos rpunna (Bupyc rpunna A, Bupyc rpunna B)

20.146 BoiasneHne PHK supycos rpunna (Bupyc rpunna A, sBupyc rpunna B)

20.147 BoiasneHne PHK supycos rpunna (Bupyc rpunna A, sBupyc rpunna B)

20.148 BoiasneHne PHK supycos rpunna (Bupyc rpunna A, sBupyc rpunna B)
BaKkTepuanbHble MHPEKLUN PecnMPaTOPHOro TPaKTa

Bo3byautenn 6akTepranbHbix MHOEKLMI AblXxaTeNbHbIX NyTel (AnarHocTnyecknin npodunb): Streptococcus
pneumoniae, Mycoplasma pneumoniae, Chlamydia pneumoniae, Haemophilus influenza

Bo3byautenn 6akTepmanbHbix MHOEKLMI AblXxaTeNbHbIX NyTel (AnarHocTnyecknin npodunb): Streptococcus
pneumoniae, Mycoplasma pneumoniae, Chlamydia pneumoniae, Haemophilus influenza

Bo3byauTtenn 6akTepmanbHbix MHOEKLMIA AblXxaTeNbHbIX NyTel (AnarHocTnyecknin npodunb): Streptococcus
pneumoniae, Mycoplasma pneumoniae, Chlamydia pneumoniae, Haemophilus influenza

Bo3byautenn 6akTepranbHbix MHOEKLMI AblXxaTeNbHbIX NyTel (AnarHocTnyecknin npodunb): Streptococcus
pneumoniae, Mycoplasma pneumoniae, Chlamydia pneumoniae, Haemophilus influenza

20.149
20.150
20.151

20.152

Bo3byautenn 6akTepranbHbix MHOEKLMI AblXxaTeNbHbIX NyTel (AnarHocTnyecknin npodunb): Streptococcus

20.153 . . . . o
pneumoniae, Mycoplasma pneumoniae, Chlamydia pneumoniae, Haemophilus influenza

Bo3byautenn 6akTepranbHbix MHOEKLMIA AblXxaTeNbHbIX NyTel (AnarHocTnyecknin npodunb): Streptococcus
pneumoniae, Mycoplasma pneumoniae, Chlamydia pneumoniae, Haemophilus influenza

Bo3byautenn 6akTepranbHbix MHOEKLMIA AblXxaTeNbHbIX NyTel (AnarHocTnyecknin npodunb): Streptococcus
pneumoniae, Mycoplasma pneumoniae, Chlamydia pneumoniae, Haemophilus influenza

20.156 BbiasneHue OHK Streptococcus pneumoniae (MHEBMOKOKK)

20.154

20.155

20.157 BoiasneHue JHK Streptococcus pneumoniae (MHEBMOKOKK)

20.158 BoiasneHue JHK Streptococcus pneumoniae (MHEBMOKOKK)

20.159 BoiasneHue JHK Streptococcus pneumoniae (MHEBMOKOKK)

1-2 p.Aa.

1-2 p.Aa.

1-2 p.Aa.
1-2 p.Aa.
1-2 p.Aa.

1-2 p.Aa.

1-2 p.Aa.

1-2 p.Aa.

1-2 p.Aa.

1-2 p.Aa.

1-2 p.Aa.

1-2 p.Aa.

1-2 p.Aa.

1-2 p.Aa.

1-2 p.Aa.
1-2 p.Aa.
1-2 p.Aa.
1-2 p.Aa.
1-2 p.Aa.

2.850

1.200

1.200
1.200
1.200

1.200

1.200

1.200

2.200

1.750

1.700

1.700

1.700

1.700

1.700
500
500

500
500



20.160 BbiasneHue JHK Streptococcus pneumoniae (MHEBMOKOKK)
20.161 BbiasneHne JHK Streptococcus pneumoniae (MHEBMOKOKK)
20.162 BbiasneHne JHK Streptococcus pneumoniae (MHEBMOKOKK)

20.163 BbiasneHue JHK Streptococcus pneumoniae (MHEBMOKOKK)

20.164 BbiasneHue OHK Streptococcus pneumoniae (MHEBMOKOKK)
20.165 BoiasneHne JHK Streptococcus pyogenes (reMosiMTUYeCcKniA CTPENTOKOKK rpynnbl A)
20.166 BoiasneHne JHK Streptococcus pyogenes (reMosIMTUYeCcKniA CTPENTOKOKK rpynnbl A)

20.167 BoiasneHue JHK Streptococcus pyogenes (reMosIMTUYeCcKniA CTPENTOKOKK rpynnbl A)

20.168 BbiasneHue JHK Streptococcus pyogenes (reMoMTUYeCcKniA CTPENTOKOKK rpynnbl A)
20.169 BoiasneHue JHK Streptococcus pyogenes (reMoIMTUYeCcKniA CTPENTOKOKK rpynnbl A)

20.170 BoiasneHue JHK Streptococcus agalactiae (remonnTUyeckmii CTPENTOKOKK rpynnbl B)
20.171 BoiasneHue JHK Streptococcus agalactiae (remonnTUyeckmii CTPENTOKOKK rpynnbl B)

20.172 BoiasneHue JHK Streptococcus agalactiae (remonnTUyecKmii CTPENTOKOKK rpynnbl B)

20.173 BoiasneHue JHK Streptococcus agalactiae (remonnTUyeckmii CTPENTOKOKK rpynnbl B)
20.174 BoiasneHue JHK Streptococcus agalactiae (remonnTuyeckmii CTPENTOKOKK rpynnbl B)
20.175 BoiasneHue JHK Streptococcus agalactiae (remonnTUyeckmii CTPENTOKOKK rpynnbl B)
20.176 BoiasneHune AHK Chlamydia pneumoniae

20.177 BbiasneHne AHK Chlamydia pneumoniae

20.178 BbiasneHune AHK Chlamydia pneumoniae
20.179 BbiasneHne AHK Chlamydia pneumoniae
20.180 BbiasneHne AHK Chlamydia pneumoniae
20.181 BbiasneHne AHK Chlamydia pneumoniae

20.182 BbiasneHne AHK Chlamydia pneumoniae

1-2 p.Aa.
1-2 p.Aa.
1-2 p.Aa.

1-2 p.Aa.

1-2 p.Aa.
1-2 p.Aa.
1-2 p.Aa.

1-2 p.Aa.

1-2 p.Aa.
1-2 p.Aa.

1-2 p.Aa.
1-2 p.Aa.

1-2 p.Aa.

1-2 p.Aa.
1-2 p.Aa.
1-2 p.Aa.
1-2 p.Aa.

1-2 p.Aa.
1-2 p.Aa.
1-2 p.Aa.
1-2 p.Aa.
1-2 p.Aa.

1-2 p.Aa.

500
500
500

500

500

450

450

450

500
500

650

650

650

650
650
650
550

500

500
550
500
550

500



20.183 BoiasneHune AHK Chlamydia pneumoniae
20.184 BoiasneHune JHK Mycoplasma pneumoniae

20.185 BoiasneHne JHK Mycoplasma pneumoniae

20.186 BoiasneHne OHK Mycoplasma pneumoniae
20.187 BoiasneHne OHK Mycoplasma pneumoniae
20.188 BoiasneHne JHK Mycoplasma pneumoniae

20.189 BoiasneHune JHK Mycoplasma pneumoniae
20.190 BoiasneHne OHK Mycoplasma pneumoniae
20.191 BoiasneHune JHK Mycoplasma pneumoniae

20.192 BoiasneHune AHK Haemophilus influenza

20.193 BoiasneHune AHK Haemophilus influenza

20.194 BoiasneHune AHK Haemophilus influenza
20.195 Boiasnenune AHK Haemophilus influenza

20.196 BoiasneHune AHK Haemophilus influenza

20.197 Boiasnenune AHK Haemophilus influenza

20.198 BoiasneHune AHK Haemophilus influenza
20.199 Boiasnerue JHK komnnekca mnukobaktTepuit Tybepkynesa (M. tuberculosis - M. bovis complex)

20.200 BbiasneHue HK komnnekca mnukobaktepuit Tybepkynesa (M. tuberculosis - M. bovis complex)

20.201 Bbiasnexue HK komnnekca mnukobaktepuit Tybepkynesa (M. tuberculosis - M. bovis complex)

20.202 BoiasneHue HK komnnekca mnukobaktepuit Tybepkynesa (M. tuberculosis - M. bovis complex)

20.203 BoiasneHue JHK komnnekca mnukobaktepuit Tybepkynesa (M. tuberculosis - M. bovis complex)

1-2 p.Aa.
1-2 p.Aa.
1-2 p.Aa.

1-2 p.Aa.
1-2 p.Aa.
1-2 p.Aa.
1-2 p.Aa.

1-2 p.Aa.
1-2 p.Aa.

1-2 p.Aa.
1-2 p.Aa.

1-2 p.Aa.
1-2 p.Aa.
1-2 p.Aa.

1-2 p.Aa.

1-2 p.Aa.
1-2 p.Aa.
1-2 p.Aa.

1-2 p.Aa.

1-2 p.Aa.

1-2 p.Aa.

500
550
550

550
550
500
500

500

500

500
500

500
500
450

450

450
350
350

350

350

350



20.204 BoiasneHue [HK komnnekca mnukobaktepuit Tybepkynesa (M. tuberculosis - M. bovis complex)

20.205 BbissneHue AHK Bo3byauTtens koknwa (Bordetella pertussis)

20.206 BbissneHue AHK Bo3byauTtens koknowa (Bordetella pertussis)

20.207 BoissneHue OHK Bo3byauTtens koknowa (Bordetella pertussis)
pubkoBble HPEKLMUN pecnMPaTOPHOro TPaKTa

20.208 BbiasneHune AHK Candida albicans

20.209 BbiasneHune AHK Candida albicans

20.210 BbiasneHune AHK Candida albicans
20.211 BoiasneHune AHK Candida albicans

20.212 BoiasneHune AHK Candida albicans
20.213 BbiasneHne [HK Bo3byantenei KaHanao3a c TunuposaHnem ao suaa (C.albicans / C.glabrata / C.krusei)

20.214 BbiasneHue [HK Bo3byantenei KaHanao3a c TunuposaHnem ao suaa (C.albicans / C.glabrata / C.krusei)

20.215 BbiasneHne [HK Bo3byantenei KaHanao3a c TunuposaHnem ao suaa (C.albicans / C.glabrata / C.krusei)
20.216 BbiasneHne [HK Bo3byantenei KaHanao3a c TunuposaHnem ao suaa (C.albicans / C.glabrata / C.krusei)

20.217 BbiasneHne [HK Bo3byantenei KaHanao3a c TunuposaHunem ao suaa (C.albicans / C.glabrata / C.krusei)
UHPeKummn nepepgatowmecs NnoNoBbIM NyTem

20.218 BoiasneHune JHK Chlamydia trachomatis

20.219 Boiasnenune JHK Chlamydia trachomatis

20.220 BoiasneHune JHK Chlamydia trachomatis

20.221 Boiasnenune JHK Chlamydia trachomatis
20.222 Boiasnenune JHK Chlamydia trachomatis

20.223 Boiasnenune JHK Chlamydia trachomatis

1-2 p.Aa.
1-2 p.Aa.

1-2 p.Aa.
1-2 p.Aa.

1-2 p.Aa.

1-2 p.Aa.

1-2 p.Aa.
1-2 p.Aa.

1-2 p.Aa.
1-2 p.Aa.

1-2 p.Aa.

1-2 p.Aa.
1-2 p.Aa.

1-2 p.Aa.

1-2 p.Aa.

1-2 p.Aa.

1-2 p.Aa.

1-2 p.Aa.
1-2 p.Aa.

1-2 p.Aa.

350
450

450
600

300

300

300
300

300

550

550

550
550

550

270

270

270

270

270

270



20.224 Boiasnenune JHK Chlamydia trachomatis

20.225 Boiasnenune JHK Chlamydia trachomatis

20.226 BoiasneHune JHK Chlamydia trachomatis
20.227 Boiasnenune JHK Chlamydia trachomatis

20.228 BoianeHune JHK Chlamydia trachomatis

20.229 Boiasnenune JHK Chlamydia trachomatis

20.230 BoiasneHune AHK Mycoplasma hominis- onpeaeneHne KNMHUYECKM 3HAYMMbIX KOHLEHTPaLMi

20.231 BoiasneHune AHK Mycoplasma hominis

20.232 BoiasneHune AHK Mycoplasma hominis

20.233 BoiasneHune AHK Mycoplasma hominis

20.234 BoiasneHune AHK Mycoplasma hominis

20.235 BoiasneHune AHK Mycoplasma hominis

20.236 BoiasneHune OHK Mycoplasma hominis

20.237 BoiasneHune AHK Mycoplasma hominis
20.238 BoiasneHune JHK Mycoplasma genitalium

20.239 BoiasneHune JHK Mycoplasma genitalium

1-2 p.Aa.

1-2 p.Aa.

1-2 p.Aa.
1-2 p.Aa.

1-2 p.Aa.

1-2 p.Aa.

2p.4.

1-2 p.Aa.

1-2 p.Aa.

1-2 p.Aa.

1-2 p.Aa.

1-2 p.Aa.

1-2 p.Aa.

1-2 p.Aa.
1-2 p.Aa.

1-2 p.Aa.

270

270

270
270

270

270

550

250

250

250

250

250

250

250
250

250



20.240 BoiasneHune JHK Mycoplasma genitalium

20.241 BoiasneHune JHK Mycoplasma genitalium

20.242 BoiasneHune JHK Mycoplasma genitalium
20.243 BoiasneHune JHK Mycoplasma genitalium

20.244 BbiasneHune [HK Ureaplasma parvum/Ureaplasma urealitycum (T960)

20.245 BbiasneHune [HK Ureaplasma parvum/Ureaplasma urealitycum (T960)

20.246 BbiasneHune AHK Ureaplasma parvum/Ureaplasma urealitycum (T960)

20.247 BoiasneHue AHK Ureaplasma urealitycum (T960)

20.248 BbiasneHue AHK Ureaplasma urealitycum (T960)

20.249 BbiasneHue AHK Ureaplasma urealitycum (T960)

20.250 BbiasneHue AHK Ureaplasma urealitycum (T960)

20.251 BbiasneHue AHK Ureaplasma urealitycum (T960)

20.252 BbiasneHue AHK Ureaplasma urealitycum (T960)

20.253 BoiasneHune AHK Ureaplasma parvum

1-2 p.Aa.

1-2 p.Aa.

1-2 p.Aa.

1-2 p.Aa.

2p.4.

2p.4.

2p.4.

1-2 p.Aa.

1-2 p.Aa.

1-2 p.Aa.

1-2 p.Aa.

1-2 p.Aa.

1-2 p.Aa.
1-2 p.Aa.

250

300

300

300

270

270

270

270

270

270

340

300

300
300



20.254 Boiasnenune AHK Ureaplasma parvum

20.255 BbiasneHune AHK Ureaplasma parvum

20.256 BbiasneHune AHK Ureaplasma parvum

20.257 BbiasneHune AHK Ureaplasma parvum
20.258 BoiasneHune AHK Ureaplasma parvum

20.259 BoiasneHne AHK Ureaplasma species - onpeaeneHune KAMHUYECKM 3HAYMMbIX KOHLLEHTPaLNiA

20.260 BbiasneHune AHK Neisseria gonorrhoeae

20.261 BbiasneHune AHK Neisseria gonorrhoeae

20.262 BbianeHune AHK Neisseria gonorrhoeae

20.263 BbiasneHune AHK Neisseria gonorrhoeae
20.264 BbiasneHune AHK Neisseria gonorrhoeae

20.265 BbianeHne AHK Neisseria gonorrhoeae

20.266 BbiasneHne AHK Neisseria gonorrhoeae

20.267 BbiasneHune AHK Neisseria gonorrhoeae

20.268 BbiasneHune AHK Neisseria gonorrhoeae

1-2 p.Aa.

1-2 p.Aa.

1-2 p.Aa.

1-2 p.Aa.

1-2 p.Aa.

3 p.Aa.

1-2 p.Aa.

1-2 p.Aa.

1-2 p.Aa.

1-2 p.Aa.
1-2 p.Aa.

1-2 p.Aa.

1-2 p.Aa.

1-2 p.Aa.

1-2 p.Aa.

300

300

300

300

300

300

250

250

250

250

250

250

300

250

250



20.269 BoiasneHune OHK Gardnerella vaginalis

20.270 BbiasneHne AHK Gardnerella vaginalis

20.271 BoiasneHune OHK Gardnerella vaginalis

20.272 BoiasneHne AHK Gardnerella vaginalis

20.273 Boiasnenune HK Gardnerella vaginalis

20.274 BoiasneHne AHK Gardnerella vaginalis

20.275 BoiasneHne JHK Streptococcus agalactiae (remonnTuyeckmii CTPENTOKOKK rpynnbl B)

20.276 BoiasneHne JHK Streptococcus agalactiae (remonnTuyeckmii CTPENTOKOKK rpynnbl B)

20.277 Boiasnexue JHK Streptococcus agalactiae (remonnTUyeckmii CTPENTOKOKK rpynnbl B)

20.278 BoiasneHue JHK Streptococcus agalactiae (remonnTUyecknii CTPENTOKOKK rpynnbl B)

20.279 BoiasneHue JHK Streptococcus agalactiae (remonnTUyecKnii CTPENTOKOKK rpynnbl B)

20.280 BoiasneHne JHK Streptococcus agalactiae (remonnTUyeckmii CTPENTOKOKK rpynnbl B)

20.281 BbiasneHune AHK Candida albicans

20.282 BbiasneHune AHK Candida albicans

1-2 p.Aa.

1-2 p.Aa.

1-2 p.Aa.

1-2 p.Aa.

1-2 p.Aa.

1-2 p.Aa.
1-2 p.Aa.

1-2 p.Aa.

1-2 p.Aa.

1-2 p.Aa.

1-2 p.Aa.

1-2 p.Aa.
1-2 p.Aa.

1-2 p.Aa.

300

300

300

300

300

300
650

650

650

700

650

700
300

300



20.283 BbiasneHune AHK Candida albicans

20.284 BbiasneHune AHK Candida albicans

20.285 BbiasneHune AHK Candida albicans

20.286 BbiasneHne AHK Candida albicans

20.287 BbiasneHue [HK Bo3byantenei kKaHanao3a c TunuposaHnem ao suaa (C.albicans / C.glabrata / C.krusei)

20.288 BbiasneHne [HK Bo3byanteneit KaHanao3a c TunuposaHunem ao suaa (C.albicans / C.glabrata / C.krusei)

20.289 BbiasneHne [HK Bo3byantenei KaHanao3a c TunuposaHnem ao suaa (C.albicans / C.glabrata / C.krusei)

20.290 BbiasneHne [HK Bo3byantenei KaHanao3a c TunuposaHnem ao suaa (C.albicans / C.glabrata / C.krusei)

20.291 BbiasneHne [HK Bo3byantenei KaHanao3a c TunuposaHnem ao suaa (C.albicans / C.glabrata / C.krusei)

20.292 BbiasneHne [HK Bo3byantenei KaHanao3a c TunuposaHnem ao suaa (C.albicans / C.glabrata / C.krusei)

20.293 BbiasneHne AHK Trichomonas vaginalis

20.294 BbiasneHne AHK Trichomonas vaginalis

20.295 BbiasneHne AHK Trichomonas vaginalis

20.296 BbiasneHne AHK Trichomonas vaginalis

1-2 p.Aa.

1-2 p.Aa.

1-2 p.Aa.

1-2 p.Aa.
1-2 p.Aa.

1-2 p.Aa.

1-2 p.Aa.

1-2 p.Aa.

1-2 p.Aa.

1-2 p.Aa.
1-2 p.Aa.

1-2 p.Aa.

1-2 p.Aa.

1-2 p.Aa.

300

300

300

300
550

550

550

550

550

550
250

250

250

250



20.297 BbiasneHne AHK Trichomonas vaginalis

20.298 BbiasneHune AHK Trichomonas vaginalis

20.299 BbiasneHne AHK Trichomonas vaginalis

KonnyecrBeHHaa AMarHoCTuKa

20.300 Ypeannasma, HK U.urealyticum/U.parvum, TunnposaHue, Kon.

20.301 Xnamunaumsa, AHK C.trachomatis, kon.
20.302 Mukonnasma, AHK M.genitalium, kon.
20.303 Mukonnasma, IHK M.hominis, Kon.
20.304 rapaHepenna, AHK G.vaginalis, kon.
20.305 TpuxomoHaga, AHK T.vaginalis, kon.
20.306 Heliccepusa, AHK N.gonorrhoeae, Kon.
20.307 Kangumpaa, AHK C.albicans, kon.

20.308 Ypeannasma, AHK U.parvum, Kon.
20.309 Ypeannasma, [HK U.urealiticum, kon.

20.310 Atonobuym, AHK Atopobium vaginae, kon.

20.311 Bupyc npocToro repneca 1/2 Tuna, AHK HSV 1/2, kon.
20.312 Bupyc npocToro repneca 1/2 tuna, AHK HSV 1/2, kon.

20.313 Bupyc npoctoro repneca 1/2 tuna, AHK HSV 1/2, kon.
20.314 Bupyc dnwTtenHa-bapp, AHK EBV, kon.
20.315 Bupyc dnwTtenHa-bapp, AHK EBV, kon.

20.316 Bupyc dnwrenHa-bapp, AHK EBV, Kon. (uenbHas kposb,24TA)
20.317 Untomeranosupyc, AHK CMV, kKon. (uenbHas KpoBb,3/4TA)

1-2 p.Aa.

1-2 p.Aa.

1-2 p.Aa.

3-4 p.A.
3-4 p.A.

3-4 p.A.

3-4 p.A.

3-4 p.A.
3-4 p.A.

250

250

250

340

340

340

340

340

340

340

340

340

340

340

400
400

340
400
340

340
340



OwnarHoctuka cudpunuca

20.318 O6HapykeHue OHK Bo3byauTensa cudunuca (Treponema pallidum)

20.319 O6HapykeHue OHK Bo3byauTensa cudunuca (Treponema pallidum)

20.320 O6HapykeHue OHK Bo3byauTensa cudunuca (Treponema pallidum)

20.321 O6HapykeHue OHK Bo3byauTtensa cudunuca (Treponema pallidum)
20.322 O6HapykeHue OHK Bo3byautensa cudunuca (Treponema pallidum)

20.323 O6HapykeHue OHK Bo3byguTtensa cudunuca (Treponema pallidum)

20.324 O6HapyxeHune AHK Bo3byauTtena cupunuca (Treponema pallidum)

20.325 O6HapykeHue OHK Bo3byauTtensa cudunuca (Treponema pallidum)
buoueHOo3 Mo4Yenosn0BOro TpaKra
demodnop-4: (Lactobacillum spp., Gardnerella vaginalis, Prevotella bivia, Porhyromonas spp., Candida

20.326 spp., Obwan 6akTepuanbHas macca)

demodnop-4: (Lactobacillum spp., Gardnerella vaginalis, Prevotella bivia, Porhyromonas spp., Candida

20.327
0.3 spp., O6wan 6bakTepnanbHas macca)

demodnop-4: (Lactobacillum spp., Gardnerella vaginalis, Prevotella bivia, Porhyromonas spp., Candida
spp., O6wan 6bakTepnanbHas macca)
demodnop(ckpuH): O6as baktepmnanbHas macca/ Lactobacillus spp./ Gardnerella vaginalis + Prevotella
bivia + Porphyromonas spp./ Mycoplasma hominis/ Ureaplasma spp./ Candida spp./ Chlamidia trachomatis/
20.329 Trichomonas vaginalis/ Neisseria gonorrhoeae/ Mycoplasma genitalium/ Cytomegalovirus (CMV)/ Herpes
Simplex Virus Type 1(HSV-1)/ Herpes Simplex Virus Type 2 (HSV-2)
*KBM - KoHTponb B3ATUA MaTepuana
demodnop(ckpuH): Ob6as baktepmnanbHas macca/ Lactobacillus spp./ Gardnerella vaginalis + Prevotella
bivia + Porphyromonas spp./ Mycoplasma hominis/ Ureaplasma spp./ Candida spp./ Chlamidia trachomatis/
20.330 Trichomonas vaginalis/ Neisseria gonorrhoeae/ Mycoplasma genitalium/ Cytomegalovirus (CMV)/ Herpes
Simplex Virus Type 1(HSV-1)/ Herpes Simplex Virus Type 2 (HSV-2)
*KBM - KoHTponb B3ATUA MaTepuana

20.328

1-2 p.Aa.

1-2 p.Aa.

1-2 p.Aa.

1-2 p.Aa.
1-2 p.Aa.

1-2 p.Aa.

1-2 p.Aa.
1-2 p.Aa.

1-2 p.Aa.

1-2 p.Aa.

1-2 p.Aa.

1-2 p.Aa.

1-2 p.Aa.

400

400

400

400
400

400

400
400

950

950

950

1.600

1.600



demodnop(ckpuH): O6as baktepmnanbHas macca/ Lactobacillus spp./ Gardnerella vaginalis + Prevotella

bivia + Porphyromonas spp./ Mycoplasma hominis/ Ureaplasma spp./ Candida spp./ Chlamidia trachomatis/
20.331 Trichomonas vaginalis/ Neisseria gonorrhoeae/ Mycoplasma genitalium/ Cytomegalovirus (CMV)/ Herpes

Simplex Virus Type 1(HSV-1)/ Herpes Simplex Virus Type 2 (HSV-2)

*KBM - KoHTpoAnb B3ATUA MaTepurana

demodnop-8: Obwan baktepmanbHan macca/ Lactobacillus spp./ Enterobacterium spp./ Streptococcus spp./
20.332 Gardnerella vaginalis + Prevotella bivia + Porphyromonas spp,/ Eubacterium spp./ Mycoplasma genitalium/

Mycoplasma hominis/ Candida spp. *KBM - KoHTpoAb B3ATUA maTepuana

demodnop-8: O6wan baktepmanbHan macca/ Lactobacillus spp./ Enterobacterium spp./ Streptococcus spp./
20.333 Gardnerella vaginalis + Prevotella bivia + Porphyromonas spp,/ Eubacterium spp./ Mycoplasma genitalium/

Mycoplasma hominis/ Candida spp. *KBM - KoHTpoAb B3ATUA maTepuana

demodnop-8: Obwan baktepmanbHan macca/ Lactobacillus spp./ Enterobacterium spp./ Streptococcus spp./
20.334 Gardnerella vaginalis + Prevotella bivia + Porphyromonas spp,/ Eubacterium spp./ Mycoplasma genitalium/
Mycoplasma hominis/ Candida spp. *KBM - KoHTpoAb B3ATUSA maTepuana

demodnop-16: Obwan bakTepnanbHaa macca/ Lactobacillus spp./ Enterobacterium spp./ Streptococcus
spp./ Staphylococcus spp./ Gardnerella vaginalis + Prevotella bivia + Porphyromonas spp,/ Eubacterium spp./
Sneathia spp. + Leptotrichia spp. + Fusobacterium spp./ Megasphaera spp. + Veillonella spp. + Dialister spp./
Lachnobacterium spp. + Clostridium spp./ Mobiluncus spp. + Corinebacterium spp./ Peptostreptococcus
spp./ Atopobium vaginae/ Mycoplasma genitalium/ Mycoplasma hominis/ Ureaplasma spp./ Candida spp.
*KBM - KoHTpoAnb B3ATUA MaTepuana

demodnop-16: Obwan bakTepnanbHaa macca/ Lactobacillus spp./ Enterobacterium spp./ Streptococcus
spp./ Staphylococcus spp./ Gardnerella vaginalis + Prevotella bivia + Porphyromonas spp,/ Eubacterium spp./
Sneathia spp. + Leptotrichia spp. + Fusobacterium spp./ Megasphaera spp. + Veillonella spp. + Dialister spp./
Lachnobacterium spp. + Clostridium spp./ Mobiluncus spp. + Corinebacterium spp./ Peptostreptococcus
spp./ Atopobium vaginae/ Mycoplasma genitalium/ Mycoplasma hominis/ Ureaplasma spp./ Candida spp.
*KBM - KoHTpoAnb B3ATUA MaTepurana

demodnop-16: Obwan bakTepnanbHaa macca/ Lactobacillus spp./ Enterobacterium spp./ Streptococcus
spp./ Staphylococcus spp./ Gardnerella vaginalis + Prevotella bivia + Porphyromonas spp,/ Eubacterium spp./
Sneathia spp. + Leptotrichia spp. + Fusobacterium spp./ Megasphaera spp. + Veillonella spp. + Dialister spp./
Lachnobacterium spp. + Clostridium spp./ Mobiluncus spp. + Corinebacterium spp./ Peptostreptococcus
spp./ Atopobium vaginae/ Mycoplasma genitalium/ Mycoplasma hominis/ Ureaplasma spp./ Candida spp.
*KBM - KoHTpoAnb B3ATUA MaTepurana

20.335

20.336

20.337

1-2 p.Aa.

1-2 p.Aa.

1-2 p.Aa.

1-2 p.Aa.

1-2 p.Aa.

1-2 p.Aa.

1-2 p.Aa.

1.600

1.600

1.600

1.600

2.350

2.350

2.350



AHnpapodnop (ckpuH): FeHomHasa HK yenoseka / Obwan 6aktepmanbHaa macca / Lactobacillus spp. /
Staphylococcus spp. / Streptococcus spp. / Corynebacterium spp. / Gardnerella vaginalis / Ureaplasma

20.338 urealyticum / Ureaplasma parvum / Mycoplasma hominis / Enterobacteriaceae spp.+Enterococcus spp. /

20.339

Candida spp. / Mycoplasma genitalium / Trichomonas vaginalis / Neisseria gonorrhoeae / Chlamydia
trachomatis  *KBM - KoHTponb B3ATUA MaTepunana

Angpodnop: leHomHasa AHK yenoseka / Obuwan 6akTepuanbHasa macca / Lactobacillus spp. / Staphylococcus
spp. / Streptococcus spp. / Corynebacterium spp. / Gardnerella vaginalis / Atopobium cluster / Megasphaera
spp.+Veilonella spp.+Dialister spp. / Sneathia spp.+Leptotrihia spp.+Fusobacterium spp / Ureaplasma
urealyticum / Ureaplasma parvum / Mycoplasma hominis / Bacteroides spp.+Porphyromonas
spp.+Prevotella spp. / Anaerococcus spp. / Peptostreptococcus spp.+Parvimonas spp., Eubacterium spp. /
Pseudomonas aeruginosa+Ralstonia spp.+Burkholderia spp. / Heamophilus spp / Enterobacteriaceae
spp.+Enterococcus spp. / Candida spp. / Mycoplasma genitalium / Trichomonas vaginalis / Neisseria
gonorrhoeae / Chlamydia trachomatis *KBM - KoHTponb B3aTUA maTepunana

Angpodnop (ckpuH): FeHomHan AHK yenoseka / Ob6uas 6aktepmnanbHaa macca / Lactobacillus spp. /
Staphylococcus spp. / Streptococcus spp. / Corynebacterium spp. / Gardnerella vaginalis / Ureaplasma

20.340 urealyticum / Ureaplasma parvum / Mycoplasma hominis / Enterobacteriaceae spp.+Enterococcus spp. /

20.341

Candida spp. / Mycoplasma genitalium / Trichomonas vaginalis / Neisseria gonorrhoeae / Chlamydia
trachomatis  *KBM - KoHTponb B3ATUSA MaTepunana

Angpodnop: leHomHasa AHK yenoseka / Obuwan 6akTepuanbHasa macca / Lactobacillus spp. / Staphylococcus
spp. / Streptococcus spp. / Corynebacterium spp. / Gardnerella vaginalis / Atopobium cluster / Megasphaera
spp.+Veilonella spp.+Dialister spp. / Sneathia spp.+Leptotrihia spp.+Fusobacterium spp / Ureaplasma
urealyticum / Ureaplasma parvum / Mycoplasma hominis / Bacteroides spp.+Porphyromonas
spp.+Prevotella spp. / Anaerococcus spp. / Peptostreptococcus spp.+Parvimonas spp., Eubacterium spp. /
Pseudomonas aeruginosa+Ralstonia spp.+Burkholderia spp. / Heamophilus spp / Enterobacteriaceae
spp.+Enterococcus spp. / Candida spp. / Mycoplasma genitalium / Trichomonas vaginalis / Neisseria
gonorrhoeae / Chlamydia trachomatis *KBM - KoHTponb B3aTUAa maTepunana

Angpodnop (ckpuH): FfeHomHaa OHK yenoseka / Ob6uas 6baktepmnanbHaa macca / Lactobacillus spp. /
Staphylococcus spp. / Streptococcus spp. / Corynebacterium spp. / Gardnerella vaginalis / Ureaplasma

20.342 urealyticum / Ureaplasma parvum / Mycoplasma hominis / Enterobacteriaceae spp.+Enterococcus spp. /

Candida spp. / Mycoplasma genitalium / Trichomonas vaginalis / Neisseria gonorrhoeae / Chlamydia
trachomatis  *KBM - KoHTponb B3ATUSA MaTepunana

1-2 p.Aa.

1-2 p.Aa.

1-2 p.Aa.

1-2 p.Aa.

1-2 p.Aa.

1.700

2.000

1.500

2.450

2.000



20.343

20.344

20.345

Angpodnop: leHomHasa AHK yenoseka / Obuwan bakTepuanbHasa macca / Lactobacillus spp. / Staphylococcus
spp. / Streptococcus spp. / Corynebacterium spp. / Gardnerella vaginalis / Atopobium cluster / Megasphaera
spp.+Veilonella spp.+Dialister spp. / Sneathia spp.+Leptotrihia spp.+Fusobacterium spp / Ureaplasma
urealyticum / Ureaplasma parvum / Mycoplasma hominis / Bacteroides spp.+Porphyromonas
spp.+Prevotella spp. / Anaerococcus spp. / Peptostreptococcus spp.+Parvimonas spp., Eubacterium spp. /
Pseudomonas aeruginosa+Ralstonia spp.+Burkholderia spp. / Heamophilus spp / Enterobacteriaceae
spp.+Enterococcus spp. / Candida spp. / Mycoplasma genitalium / Trichomonas vaginalis / Neisseria
gonorrhoeae / Chlamydia trachomatis *KBM - KoHTponb B3aTUA maTepunana

KomnnekcHble uccnepgosanusa sosbyautenen UMMM
MaToreHbl-6 (6 natoreHos): Chlamidia trachomatis, Mycoplasma hominis, Mycoplasma genitalium,
Ureaplasma urealitycum,Ureaplasma parvum, Neisseria gonorrhoeae, Trichomonas vaginalis

MaToreHbl-6 (6 natoreHos): Chlamidia trachomatis, Mycoplasma hominis, Mycoplasma genitalium,
Ureaplasma urealitycum,Ureaplasma parvum, Neisseria gonorrhoeae, Trichomonas vaginalis

MaToreHbl-6 (6 NnaToreHoB):

20.346 Chlamidia trachomatis, Mycoplasma hominis, Mycoplasma genitalium, Ureaplasma urealitycum, Ureaplasma

20.347

20.348

20.349

20.350

parvum, Neisseria gonorrhoeae, Trichomonas vaginalis

MaToreHbl-10 (10 naToreHos): Liutomeranosupyc, Bupyc npoctoro repneca (HSV) tun 1, 2, Bupyc
nanuanombl Yyenoseka (HPV) tun 16, Bupyc nanunnomsl yenoseka (HPV) Tun 18, Chlamidia trachomatis,
Mycoplasma hominis, Mycoplasma genitalium, Ureaplasma urealitycum, Ureaplasma parvum, Neisseria
gonorrhoeae, Trichomonas vaginalis

MaToreHbl-10 (10 naToreHos): Liutomeranosupyc, Bupyc npoctoro repneca (HSV) tun 1, 2, Bupyc
nanuanomol Yyenoseka (HPV) tun 16, Bupyc nanunnomsl yenoseka (HPV) Tun 18, Chlamidia trachomatis,
Mycoplasma hominis, Mycoplasma genitalium, Ureaplasma urealitycum,Ureaplasma parvum, Neisseria
gonorrhoeae, Trichomonas vaginalis

MaToreHbl-10 (10 naToreHos): Liutomeranosupyc, Bupyc npoctoro repneca (HSV) tun 1, 2, Bupyc
nanuanomol Yyenoseka (HPV) tun 16, Bupyc nanunnomsl yenoseka (HPV) Tun 18, Chlamidia trachomatis,
Mycoplasma hominis, Mycoplasma genitalium, Ureaplasma urealitycum, Ureaplasma parvum, Neisseria
gonorrhoeae, Trichomonas vaginalis

MaToreHbl-12 (12 natoreHos): Liutomeranosupyc, Bupyc npoctoro repneca (HSV) tun 1, 2, Bupyc
nanuanomol Yyenoseka (HPV) tun 16, Bupyc nanunnomsl yenoseka (HPV) Tun 18, Chlamidia trachomatis,
Mycoplasma hominis, Mycoplasma genitalium, Ureaplasma urealitycum, Ureaplasma parvum, Neisseria
gonorrhoeae, Trichomonas vaginalis, Gardnerella vaginalis, Candida albicans

1-2 p.Aa.

1-2 p.Aa.

1-2 p.Aa.

1-2 p.Aa.

1-2 p.Aa.

1-2 p.Aa.

1-2 p.Aa.

1-2 p.Aa.

2.600

750

750

750

1.250

1.250

1.250

1.350



MaToreHbl-12 (12 natoreHos): Liutomeranosupyc, Bupyc npoctoro repneca (HSV) tun 1, 2, Bupyc
nanuanomol Yyenoseka (HPV) tun 16, Bupyc nanunnomsl yenoseka (HPV) Tun 18, Chlamidia trachomatis,
Mycoplasma hominis, Mycoplasma genitalium, Ureaplasma urealitycum,Ureaplasma parvum, Neisseria
gonorrhoeae, Trichomonas vaginalis,Gardnerella vaginalis,Candida albicans
MaToreHbl-12 (12 natoreHos): Liutomeranosupyc, Bupyc npoctoro repneca (HSV) tun 1, 2, Bupyc
nanuanomol Yyenoseka (HPV) tun 16, Bupyc nanunnomsl yenoseka (HPV) Tun 18, Chlamidia trachomatis,
Mycoplasma hominis, Mycoplasma genitalium, Ureaplasma urealitycum, Ureaplasma parvum, Neisseria
gonorrhoeae, Trichomonas vaginalis, Gardnerella vaginalis, Candida albicans

Mpoune nHPpeKkuum
20.353 Boiasnexue JHK Helicobacter pylori komnnekc (vacA, cagA)

20.351

20.352

20.354 Boiasnexue JHK Helicobacter pylori komnnekc (vacA, cagA)
20.355 Boiasnenune JHK Toxoplasma gondii

20.356 BoiasneHune JHK Toxoplasma gondii

20.357 Boiasnenune JHK Toxoplasma gondii
20.358 BoiasneHune JHK Toxoplasma gondii

20.359 BoiasneHne AHK Candida albicans

20.360 BbiasneHne [HK Bo3byantenei kKaHanao3a c TunuposaHunem ao suaa (C.albicans / C.glabrata / C.krusei)

20.361 BoiasneHue [HK Listeria monocitogenes
20.362 BoiasneHue [HK Listeria monocitogenes

20.363 BoiasneHue [HK Listeria monocitogenes
20.364 BoiasneHue [HK Listeria monocitogenes

20.365 BbiasneHue [HK Listeria monocitogenes

20.366 BoiasneHue [HK Listeria monocitogenes

Bo3byautens knewesbix MHbekumi (AHK/PHK) - 4 Bo3byauTens: Kneuiesom sHUuedpanuT, boppenmos,
aHannasmos, 3pAnxmos (knew)

Bo3byautens knewesbix MHbeKkumit (AHK/PHK) - 4 Bo3byauTens: Knewiesom sHUedpanuT, boppenmos,
aHanaa3mos, 3p/IMxmo3s (KpoBb)

20.369 Xenukobaktep nunopwu, AHK H.pylori, Kau.

20.367

20.368

1-2 p.Aa.

1-2 p.Aa.

1-2 p.Aa.
1-2 p.Aa.

1-2 p.Aa.

1-2 p.Aa.

1-2 p.Aa.
1-2 p.Aa.

1-2 p.Aa.
1-2 p.Aa.

1-2 p.Aa.
1-2 p.Aa.

1-2 p.Aa.
1-2 p.Aa.
1-2 p.Aa.
1-2 p.Aa.
3-4 p.A.

1.350

1.250

1.100
1.100

300

300

350
300

300

5.500

370
350

350

350

350
350

2.500

1.300
450



20.370 CanbmoHenna, HK Salmonella spp., Kau.
20.371 Potasupyc, PHK Rotavirus A, C, Kau.

20.372 3HTeposupyc, PHK Enterovirus, Kau.

20.373 Hoposupyc , PHK Norovirus 1 u 2 Tnos, Kau

21.1
21.2

213

21.4

215
21.6

21.7

21.8

21.9

21.10

21.11

21.12

21.13

OBLWEKTUHUYECKUE UCCNEQOBAHUA
O6weKknMHUYeckre (MMKpocKonuMuyeckue) uccnesoBaHuA MOKpPOTbI, 6MONOrMuecKuX XKuakocrei (nmkeopa
M Ap.), Ma3KOB CO C/IM3UCTLIX U Ap.
O6WeKNMHMYECKOe UccnesoBaHMe MOKPOTbI
AHann3 MOKPOTbl Ha MMKObaKTepumn TybepKynesa

ObuweKkNNHUYeCcKoe nccnesoBaHme NaeBpansbHON }KUAKOCTH

AHanus nneBpasibHOM XNAKOCTU HA MUKODaKTepun TybepKynesa

O6LWeKNMHMYECKOE UccneaoBaHMe NMKBOPaA
UccnepoBaHme nMKBOpa Ha MUKObaKTepum TybepKynesa

Ob6LeKNNHUYECKoe UccaeaoBaHNe CYCTaBHOM KUAKOCTH

NccnepoBaHme CycTaBHOM XUAKOCTM Ha MUKOBaKTepumn TybepKynésa

Kpuctannbl moHoypaTa HaTpuA 1 nupodochaToB B CYCTaBHOM KUAKOCTH

MNccnegoBaHMe masKa Cco CIM3MCTOM 060104KM HOCa (puHoUuMUTOrpamma)

NccnepoBaHMe MasKa C KOHbHOKTMBDI I1a3a (K/IETOUYHbIM COCTaB - 303MHO(UbI)

ObuweKkNNHUYeCcKoe nccaesoBaHe MaTepmnana Mo4enosioBbiX OpraHoB (KNeTOUHbINA cocTas, MUKpodaopa)

O6|J.I,EK}'IVIHVI“IECKOE ncenenoBaHMe CeKpeTa ﬂpEﬂ,CTaTeﬂbHOVI »enesbl

5-6 p.a.
5-6 p.a.
5-6 p.a.
5-6 p.a.

1-2 p.Aa.
1-2 p.Aa.

1-2 p.Aa.

1-2 p.Aa.

1-2 p.Aa.
1-2 p.Aa.

1-2 p.Aa.

1-2 p.Aa.

1-2 p.Aa.

1-2 p.Aa.

1-2 p.Aa.

1-2 p.Aa.

1-2 p.Aa.

850
700
900
750

450
400

350

350

300
300

750

750

750

200

300

350

350



21.14

21.15
21.16
21.17

21.18

22.1
22.2
22.3
22.4
22.5

22.6

22.7

22.8

22.9

23.1

24.1
24.2

24.3

MMKpOCKOﬂM‘-IECKoe uccnepgosaHune Ha MMKO3bl U AemoaeKc
UccnepoBaHue HOMTEBbIX NAACTUH Ha I'pl/l6bl

NccnepoBaHmne cOCKOOOB KOXKW Ha FpmbbI
UccnepoBaHme Bonoc Ha rpubsi
UccnepoBaHme COCKOOOB KOXKM Ha AemoaeKc

NccnenoBaHue cockob0B BOIOCAHBIX IYKOBUL, / PECHUL, Ha AeMoaeKC

BUOXUMUYECKUE UCCNEAOBAHNA BUONTOTUYECKUX XXKUAKOCTEN
JInkBop (CNMHHOMO3roBas }XUAKOCTb)
benok obwmit B "MKBOpE
AnbbymunH B NnKBOpE
JlaKTaT B AnKBOpE
[noKo3a B IMKBOpE
Xnopwuabl B IMKBOpE
JKccyaaTbl/TpaHccyAaThl/NyHKTaTbI

Benok B 6BMONOrMYECKUX HKUOKOCTAX

AnbbymnH B BUONOTMYECKUX KUOKOCTAX

[NtOKO3a B BUONOrMYECKUX KUAKOCTAX

NAr (naktataerngporeHasa) B 6MONOrMYECKUX KUOKOCTAX

UCCNEAQOBAHUA CNEPMbI
AHTMCNEpManbHble aHTUTENA B cnepme  cymmapHble  (MAR-TecT)
UCCNEOQOBAHUA KANA
O6wmit aHanu3 Kana (Konporpamma)

AHanu3 Kana Ha CKpbITYHO KPOBb: MUCCeA0BaHME Ha reMorn06uH U remornobuH/rantorno06MHOBbIN KOMMAEKC

(Hb+Hb/Hp B Kane, Colon View)
AHaNM3 Kana Ha CKPbITYHO KPOBb

2-3 p.Ao.

2-3 p.Ao.
2-3 p.Ao.
2-3 p.Ao.

2-3 p.Ao.

1-2 p.Aa.
1-2 p.Aa.
1-2 p.Aa.
1-2 p.Aa.
1-2 p.Aa.

1-2 p.Aa.

1-2 p.Aa.

1-2 p.Aa.

1-2 p.Aa.

1-2 p.Aa.

1-2 p.Aa.
1-2 p.Aa.

1-2 p.Aa.

450

450
450
450

450

250
250
550
250
250

250

250

250

200

900

350
1.000
450



24.4 KanbnpOTEKTWH B Kane 1-3p.a. 2.550

24.5 TllaHKpeaTu4yeckada snacrasa B Kane 8-9 p.a. 2.600
24.6 Yrnesopabl B Kane 1-2 p.Aa. 500
24.7 AKTMBHOCTb anb¢a-1-aHTUTPUNCUHA B Kane 6-7 p.Aa. 2.200
24.8 AKTMBHOCTb XMMOTPUNCUHA B Kane 4-5 p.o. 1.850
24.9 BMOXMMMYECKWUI aHANIN3 Kasla - MapKEpPbl AMCOAKTEpPMO3a KULLIEYHUKA 6-7 p.Ao. 2.500
24.10 WccnepoBaHue Kasa Ha npocTeiwne v anua renbMuHTOB cuctemoit NMAPACEN (meTogom oborauieHus) 1-2 p.a. 400
24.11 WccnepoBaHue Kasa Ha nNpocTeiwne 1 anua reibMMHTOB (MUKpOCKoNns) 1-2 p.Aa. 350
24.12 WccnepoBaHue Ha aHTepobunos (MUKpockonus) 1-2 p.Ao. 300
24.13 AHTUreHbl NpocTenwmx (nambanmn, amébbl, KpMnToCcnopMaunKn) B Kane 1-2 p.a. 2.100
24.14 AHTureH nambnui (Giardia lamblia) B kKane 1-2 p.Ao. 900
24.15 AHTUreHbl pOTaBMPYCOB N a4eHOBUPYCOB B Kase 1-2 p.a. 1.200

Komnnekc «MNLUP gruarHocTnka Bo3byanteneit MHGEKLMOHHbIX SHTEPOKOIUTOBY ( aCTPOBUPYCbI, POTOBMPYCbI

WM HOPOBUPYCbl 2 reHoTuna»

24.17 ToKcuHbl A n B Clostridium difficile (knoctpnawnit) 8 kane 1-2 p.Ao. 1.750
LUTONOMNMYECKUE UCCNEOOBAHUA

LiuTonornyeckoe nccnenoBaHme cOCKOb0B WENKN MATKM, LEPBUK. KaHaNa, BNaraaumLia C OKPackom no

JNleliwmaHy (MaTepuan B3sT Ha CTEKNO)

LiuTonornyeckoe nccnenoBaHme cCOCKOO0B WeENKN MATKM, LEPBUK. KaHaa, BNaraaumLia C OKPackom no

ManaHuKonay (MaTepuran B3AT Ha CTEK/O)

24.16 5p.4. 1.750

25.1 2-3 p.4. 500

25.2 2-3 p.A. 700

LiuTonornyeckoe nccnefoBaHne MasKkoB (COCKOHOOB) C MOBEPXHOCTU LUEMKN MATKM (HAPYKHOFO MaTOYHOTO
25.3 3eBa) M LEepPBUKANbHOIO KaHa/la MeTOA40M }UAKOCTHOM LIUTONOIMM - OKpalmnBaHue no ManaHuKonay (Pap- 3-4 p.A. 1.300
Tect) (MaTepuan B3AT B KUAKYIO TPAHCNOPTHYIO cpeay)

OHkonpoTenH pl6inkda B uMTOoNOrnMYECcKMx Nnpenapatax - opopMAAETCA TONbKO KaK A03aKas nocne
25.4 nosy4yeHuA pesynbTaToB UCCAeA0BaHMUSA NO KUAKOCTHOW umuTonormm (90-69-502) ¢ 3akntodeHnemM o 5-6 p.a. 5.200
AMCNNasumn LepBUKaAbHOro aNUTeNmna

25.5 Uutonormyeckoe nccaegoBaHme acnmpaToB M3 NOAOCTM MATKK 2-3 p.4a. 650



25.6

25.7

25.8

25.9

25.10

25.11

25.12

25.13

25.14

25.15

25.16

25.17

25.18

LuTonornyeckoe nccneaosaHme matepmana, Noay4eHHoOro npu pasaenbHOM ANarHoCTUYECKOM
BbiCKabanBaHMM (rMHeKoNOrmA)

CTaHAapTHOE LMTONIOTMYECKOE UcCef0BaHMe sHAoMeTpuUA (0630pHas MUKpPOCKonus) (MaTepuan B3AT B
UAKYIO TPaHCMOPTHYIO cpeay)

AnarHoctmnka xpoHuyeckoro sHgometputa: CD4+, CD8+, CD20+, CD23+, CD16+, CD56+, CD138+, HLA-DR
(BbINONHAETCA AONONHUTENBHO K UccnegoBaHuto 90-69-702)

NHaekc nponndepatnBHom akTUBHOCTU Ki 67 (BbINONHAETCA AONOJHUTENBLHO K UccnegosaHuio 90-69-702;
90-69-502)

NccnepoBaHue peuenTMBHOCTU SHAOMETPUA:  PELEnTOPbl K 3CTPOreHam, PELLENTOpPbI K NporecTepoHam (B
CTpoMme U Kenesax sHgomeTpus), Ki 67 (MHAeKc nponmdepaTMBHOM aKTUBHOCTH)

(BbINONHAETCA AONONHUTENBHO K UccnegoBaHuto 90-69-702)

AyTOMMMYHHbIN XapakTep aHgomeTputa: HLA-DR (BbINoNHAETCA ONONHUTENBHO K MccneaoBaHunio 90-69-
702)

LiuTonornyeckoe nccnenoBaHme Mo4m

LluTonornyeckoe nccnegoBaHmMe MOKpPOTbI

LUuTonornyeckoe nccneaoBaHue BbINOTHbIX XUAKOCTEN (aCUMTUYECKON, NNeBPaNbHON, MepUKapAnabHOM,
CUHOBMANbHOW), IMKBOPA, COAEPHKMUMOro KUCT

LmuTonornyeckoe nccnenoBaHme matepmana MOJSIOYHON U LNTOBUAHOM Kenes

LUuTonornyeckoe nccneaoBaHue NyHKTaToB IMMdaTUYECKUX Y3108

LUunTonornyeckoe nccnegosaHme maTepmanos, NONYYEHHbIX U3 PA3/IMYHbIX IOKAAM3aLMIA MOYENON0BON M
NULLeBapPUTENbHOM CUCTEM
LUunTonornyeckoe nccnegosaHme maTepmanos, NONYYEHHbIX U3 PA3/IMYHbIX IOKAAM3aLMIA MOYENON0BON M
NULLeBapPUTENbHOM CUCTEM

2-3 p.Ao.

3-4 p.A.

10-11 p.A.

10-11 p.A.

10-11 p.A.

10-11 p.A.

2-3 p.Ao.

2-3 p.Ao.

2-3 p.Ao.

2-3 p.Ao.

2-3 p.Ao.

2-3 p.Ao.

2-3 p.Ao.

650

1.550

17.500

9.000

12.000

2.350

500

600

700

550

600

600

800



Ll,VITOﬂOI'VI‘-IECKOE nccnenoBaHne matepmnanos, NONy4eHHbIX U3 Pa3/INYHbIX noxanmaau,miz’l MOYenos1I0BoOM U

25.19 . 2-3 p.4. 650
NULLeBapPUTENbHOM CUCTEM
25.20 Untonormnyeckoe uccnegoBaHme sHAOCKONMYECKOro matepuana 2-3 p.4a. 550
25.21 Uwntonornyeckoe nccnefoBaHue matepuana, noay4eHHOro Npu XMpypruyeckmx BmeLlaTeibCTeax 2-3 p.Ao. 600
25.22 LnTonormyeckoe uccnegosaHne o6pasoBaHMin KOXKMU, COCKOOOB M OTNEYATKOB 3P03UIA, paH, CBULLLEN 2-3 p.4a. 600
25.23 LnTtonormyeckoe uccnegosaHne ob6pasoBaHMil KOXKMU, COCKODOOB M OTNEYATKOB 3P03UIA, paH, CBULLLEN 2-3 p.4a. 800
25.24 LnTtonormyeckoe uccnegosaHne ob6pasoBaHMil KOXKMU, COCKOOOB M OTNEYATKOB 3P03UIA, paH, CBULLLEN 2-3 p.4a. 650
25.25 LnTonormnyeckoe nuccneaosaHme COCKOOOB M OTNEYaTKOB ONyX0Jiel U ONyX0NeBUAHbIX 06pa3oBaHM 2-3 p.4a. 550
25.26 LinTonormnyeckoe muccnegosaHme cCOCKObOB M OTNEYATKOB ONyX0J1EM U ONYXONEBUAHbBIX 06pa3oBaHMM 2-3 p.4a. 650
25.27 LnTonormnyeckoe nuccnegosaHme COCKObOB M OTNEYaTKOB ONyX0Jiel U ONyXONEeBUAHbIX 06pa3oBaHMM 2-3 p.4a. 650
MCTONOIMNMYECKUE UCCNEQOBAHUA
26.1 TlucTonornyeckoe nccnenoBaHne 6GMONTATOB OPraHOB U TKaHeEMN 5-6 p.a. 1.450
6.2 F'McToNornMyeckoe nccnenoBaHne HoBoo6Pa30BAHNIM KOXKM (HEBYCHI, MANUANOMbI, IMMOMbI U NPOY.), 56 p.a 1.450
" NOAKOMHOM KMPOBOM K/ETYATKM, CAN3UCTbIX 060/104eK o '
26.3 [uUcToNnOrnMyeckoe uccieaoBaHMe matepmana U3 LLepPBUK. KaHana u/mam NonocTu matku (cockobbl, acnmparthl) 5-6 p.a. 1.450
26.4 T[ucTonornyeckoe uccieaoBaHvMe matepmana U3 LLepPBUK. KaHana u/mam nonoctTu matku (cockobbl, acnmparthbl) 5-6 p.a. 1.450
26.5 F'McToNorMyeckoe nccnenoBaHne matepuana, NONYYEHHOro NPU XMPYPrMyeckoM BMeLLaTeNbCTBe (OpraH, 56 p.2 5200
"~ yacTb opraHa, GparmeHT TKaHu) o '
6.6 F'McToNorMyeckoe nccnenoBaHne maTeprana CNOXKHOIO opraHa (MoJsioyHas Kenesa, npeacTaTesibHan Kenesa 56 p.a 4.900
" M Aap.), NONYYEHHOro NPU XUPYPruYecKom BMeLLaTe1bCTBe o '
26.7 Twnctonormyeckoe nccnenoBaHMe KOCTHbIX 06pa3oBaHMin, GparmeHTOB KOCTel 10-11 p.A. 10.000
26.8 TncTtonormvyeckoe nccnepoBaHne KOCTHbIX 06pa3oBaHMin, GparmeHTOB KocTel 10-11 p.A. 11.000
26.9 [wucronornyeckoe nccnegoBaHme NNALEHTDI 10-11 p.A. 10.000
I'McTonornyeckoe nccnegoBaHne matepuana sHA0CKOMUK KeyaKa C A0NONHUTENbHbIM OKpALIMBAaHNEM HA
26.10 A P a YARG C A P 5-6 p.a. 2.700

""" Helicobacter pylori (Mnkpockonus)



26.11

26.12

26.13

26.14

26.15

26.16

26.17

26.18

26.19

26.20

26.21

26.22

MepecmoTp rMCTONOrMYECKMX NPenapaTos
MmmyHorucroxumusa (UrX)

MMMyHormcToxmmmnyeckoe uccnegosanue ( 1 aHTuteno)

MMMYHOIrMCTOXMMMYECKOE UccneaoBaHue onpeaeneHma peLenTMBHoOCcTM sHaomeTpua « OKHa
nmnnaHTaummn» (Kon-so ER, PgR, CD56, CD138, LIF peuenTopos, B T.4. NOACYET KOJ1-Ba MMHONOANN).
B3atue 6/m ToNbKO Ha 20-22 AeHb UMKAA.

MMMYHOIMCTOXMMMUYECKOE MCCef0BaHME ONpeaeneHma peLenTMBHOCTM aHgoMeTpus «And. guarHoctuka
Xp. aHgoMeTpuTa» (Kon-so CD16, CD20, CD138, CD56, HLA-DR peuenTtopos).
B3atne 6/m B cTaguio nponndepaumu.

OnpepeneHune HER2 ctaTyca onyxonn metogom FISH

OnpepeneHue HER2 ctaTyca onyxonn metogom CISH

OnpepaeneHne mytaumin reHa K-RAS

OnpeaenerHne ambankaumm TOPO2A metogom FISH npm pake moiovHOM Kenesbl

MyTaumua reHa BRAF

OnpepeneHne mytaumit reHa N-RAS

Onpegenenne mytaunm reHa EGFR

OnpepaeneHune nepectponku reHa ALK metogom FISH

5-6 p.a.

10-13 p.a.

10-11 p.A.

10-11 p.A.

12-13 p.A.

12-13 p.A.

12-13 p.A.

12-13 p.A.

12-13 p.A.

12-13 p.A.

12-13 p.A.

12-13 p.A.

800

4.200

15.000

13.500

20.000

20.000

13.000

22.000

12.700

13.500

15.000

18.000



26.23

26.24

27.1
27.2

28.1

28.2

28.3
28.4
28.5
28.6
28.7

28.8

MepecmoTp roToBbIX TMCTONIOrMYECKUX NpenapaTos nepes UIMX (6e3 BbiIHeCEHUA 3aKNOYEHUA ANA
onpeaeneHua BO3MOMKHOCTM NOCTaHOBKM UMX peakuum 1 HasHayeHuns naHenm) *

*Oghopmnsaemcsa Kak 003aKa3 K uccnedosaHuam MIMX, no ycmompeHuto nabopamopuu u npedsapumesnbHOMy
C02/10C08AHUIO C KNUEHMOM
Mepe3annBka 610KOB C M3rOTOBNEHMEM FTMCTONOTMYECKUX cTekon ans UIFX*

*Oghopmnsaemcsa Kak 003aKa3 K uccnedosaHuam MIMX, no ycmompeHuto nabopamopuu u npedsapumesbHOMy
€02/1aCO8AHUIO C KAUEHMOM.
ANNEPTONOINMYECKMUE UCCNEQAOBAHUA

Tpunrasa
KaTWOHHbIM NpOoTENH 303nHOGMN0B

CKPUHUHIOBbIE NAHE/IU ANNTEPTEHOB (IgE cneunduueckue)
Anneproumn ImmunoCAP ISAC (112 anneprokomnoHeHToB 13 51 nctoyHunka: nGald 1, nGald 2, nGald 3,
nGald 5, nBosd 4, nBosd 5, nBosd 8, nBosd flaktodeppuH, rGadc 1, nPenm 2, nPenm 4, rAnao 2, rBere 1,
nCora 9, rlugr 1, nJugr 2, nSesi 1, rArah 1, rArah 2, rArah 3, nArah 6, nGlym 5, nGlym 6, nFage 2, rTria 19,
nTriaaA_TIl, nActd 1, nActd 5, nCynd 1, rPhlp 1, rPhlp 2, rPhlp 4, rPhlp 5, rPhlp 6, rPhip 11, rBetv 1, nCryj 1,
nCupa 1, rOlee 1, rOlee 9, rPlaa 1, nPlaa 2, nAmba 1, nArtv 1, rChea 1, rParj 2, rPlal 1, nSalk 1, rCanf 1, rCanf
2, rCanf 5, rEquc 1, rFeld 1, rFeld 4, nMusm 1, rAlta 1, rAlt a 6, rAsp f 1, rAspf 3, rAspf 6, rClah 8, rBlot 5,
nDerf 1, rDerf 2, nDerp 1, rDerp 2, rLepd 2, rBlag 1, rBlag 2, rBlag 5, rApim 1, nApim 4, rPold 5, rVesv 5, rAnis
1, rHevb 1, rHevb 3, rHevb 5, rHevb 6.01, nBosd 6, nCanf 3, nEquc 3, nFeld 2, rAnis 3, nBlag 7, rDerp 10,
nPenm 1, rArah 9, rCora 8, nJugr 3, rPrup 3, rTria 14, nArtv 3, nOlee 7, rPlaa 3, rBetv 1, rAlng 1, rCora 1.0101,
rCora 1.0401, rMald 1, rPrup 1, rGly m 4, rAra h 8, rAct d 8, rApi g 1, nActd 2, rBetv 2, rHevb 8, rMera 1,
rPhlp 12, nMUXF3, rBetv 4, rPhlp 7)
daanaTon getckuin (Phadiatop Infant ImmunoCap) - CKpUHWHT: onpeaeneHune cneunduyeckux Igk K
Hanbosiee pacnpoCcTPaHEHHbIM afiiepreHam, 3Ha4YMMbIM Ana aetein o 5 net
MNaHenb 1 - pa3Hble anneprexobl
MNaHenb 2 - pecnnpaTopHble anneprexsbl
MNaHenb 3 - nuwWeBble annepreHol
MNaHenb 4 - neanaTpuyeckan
Cneunduueckme IgG (90 nuwieBbix annepreHos) (Mopk-mecm - HenepeHOCUMMOCTb NULLLEBLIX MPOAYKTOB)
daanaTton MHranAaumoHHbIn (Phadiatop ImmunoCap) — CKpUHUHT: onpegeneHue cneymopuyeckmx IgE K
OCHOBHbIM MHIANIALMOHHbIM annepreHam

5-6 p.a.

3-4 p.A.

2-3 p.Ao.
2-3 p.Ao.

po 15 p.4.

2-3 p.Ao.

3 p.Aa.
3 p.Aa.
3 p.Aa.
3 p.Aa.
3 p.Aa.

2-3 p.A.

4.000

7.000

5.000
1.300

28.500

2.200

3.800
3.800
3.800
3.800
10.300

1.500



28.9

28.10

28.11

290.1

29.2

29.3

29.4

29.5

30.1

30.2

30.3

30.4

MNpodunb «[leTckme nuuieBble annepreHbl» (15 annepreHos). OnpeaeneHune cneummnyeckumx IgE K nuuLesbim
annepreHam, sHauMMbIM Ana aetei: Monoko Koposbe (f2), monoko Kosbe (f300), sanuHbin 6enok (f1),
ANYHBIN XenToK (f75), abnoko (f49), mopKosb (f31), 6aHaH (f92), myka nweHnyHas (f4), myka oscaHas (f7),
rntoTeH (f79), coesble 606bI (f14), apaxuc (f13), Tpecka (f3), rosaaunHa (f27), maco kypuupl (f83)

JononHuTtenbHan nuuiesan naHenb «Cneuumn u nuuiesble AobaBkm» (8 annepreHos). OnpeaeneHue
cneundunyeckmnx IgE K annepreHam Hambosee pacnpoCTpaHeHHbIX CNeLunin n nuwesbix 406aBoK: J/1aBpOBbI
nvct (f278), Kopuanap (f317), basnnuk (f269), TmuH (f265), N'eosauka (f268), Kappu (f281), BaHunb (f234),
*enatuH Koposwuii (c74)
Muwesble gobaBkM naHenb — IgE. lnarHocTUKa NULLLEBOM anneprum (NnaHenb u3 24 TecToB): onpeaeneHme
cneunomyeckmnx IgE K KOHCEPBAHTAM, KpacUTeNAM, YCUNUTENAM BKyCa, nogcnactutenam, Dr.Fooke
NAHENU HA NULLEBYKO HENMEPEHOCUMOCTD (1gG4)

KomnneKkcHaa AMarHoCTMKa NULLEBOIM HenepeHoCcMMocTH (naHenb): cneymdudeckme 1gG4 K 113 npoayKTam
(85 nHameBmayanbHbix 1 29 B MMUKCTax) + Ascaris, Candida  Dr.Fooke
KomnneKkcHaa AnMarHoCTMKa NULLEBOIM HenepeHoCcMMocTu (naHenb): cneuymdudeckme 1gG4 K 203 npoayKTam
(181 nHamemayanbHbIX U 22 B MUKCTax) + Ascaris, Candida Dr.Fooke"
MeanaTtpuyeckas nuweBan NnaHenb ana geten Ao 5 net: onpeaenerHne cneundunyeckunx 1gG4 kK 24 npogykram
- UHAMBUAYaNbHbIM annepreHam, Dr.Fooke
Muwesan NaHeNb yHUBEPCaNbHaA (418 AeTen cTaplue 5 eT 1 B3poc/bIx): onpeaeneHne cneumduyeckmnx
IgG4 Kk 60 npoaykTam (44 nHaMBUAYanbHbIX U 16 B muKcTax), Dr.Fooke
Muwesble gobaBkM naHenb — 1gG4. IMarHOCTMKa NULLEBOM HENEPEHOCUMOCTM (MaHenb u3 24 TecTos):
onpegeneHune cneumduryeckmx IgG4 K KOHCePBaAHTAM, KPacUTENAM, YCUNUTENAM BKYCa, NOACNACTUTENAM,
Dr.Fooke

ImmunoCAP AUATHOCTUYECKUE NAHE/IN ANNEPTEHOB (IgE cneunduueckue)
MaHenb annepreHoB «3Kk3ema» (cneunduueckune IgE K annepreHam, acCoOUUMMPOBAHHbIM C PAa3BUTUEM
AaHHOro 3abonesBaHusa): AnyHbIn 6enok (f1), Koposbe monoko (f2), Mwenunua (f4), Cos (f14), Knew,
AomaluHen nbinu (d1), Kowka (el), Cobaka (e5), Tpecka (f3)
MaHenb annepreHoB «AcTMa/PUHUT - aeTn» (cneyundudeckme IgE K annepreHam, acCoLMMPOBAHHBIM C
pa3BUTMEM AaHHOro 3aboneBaHua): TumodeesKa nyrosas (g6), bepésa (t3), MonbiHb (W6), Knew, agomaliHen
nbinun (d1), Kowka (el), Cobaka (e5), AnuHbiii 6enok (f1), Koposbe monoko (f2)

MaHenb annepreHos «Actma/PuUHUT - B3pocable» (cneundudeckue IgE kK annepreHam, acCoLMMPOBAHHbIM C
pa3BUTMEM AaHHOro 3aboneBaHuna): TumodeesKa nyrosas (g6), bepésa (t3), AmM6po3ua (wl), MonbiHb (W6),
Knew, gomawHei noinm (d1), Kowka (el), Cobaka (e5), Alternaria alternata (m6)

MaHenb annepreHos «lpeaBakUMHaUMOHHan» (cneymdudeckme IgE K annepreHam, acCOLUMUPOBAHHbIM C
Pa3BUTMEM OC/IONKHEHWI NPU BaKUMHALUK): ANUHbIM oBanbbymuH (f232), Apoxku (f45),
dopmanbvaerna/dopmanut (k80), TpmunTasa

2-3 p.Ao.

2-3 p.Ao.

1-4p.4.

1-4p.4.

1-4p.4.

1-4p.4.

1-4p.4.

1-4p.4.

2-3 p.Ao.

2-3 p.Ao.

2-3 p.A.

2-3 p.Ao.

7.500

6.000

10.200

16.800

32.000

7.500

9.300

8.800

4.200

4.200

4.200

6.500



30.5

30.6

30.7

30.8

31.1

31.2

31.3

314

315

31.6

31.7

MaHenb annepreHos «lpegonepaumoHHan» (bepmeHTbl 1 cneymdudeckme IgE K annepreHam,
accoUMMpPOBaHHbIe C Pa3BUTUEM aNiepPruyecknx OCNoKHEHUN (aHadunakcm) npu onpeaumsx): Tpunrtasa,
*enatuH Koposuii (c74), Natekc (k82), XnoprekcmauH (c8)

MaHenb annepreHos «pubKoBbie 3ab0neBaHMA» (N1eceHb BHYTPEHHSAA - cneunduyeckme IgE K annepreHam
rpnbKoB, Nopakatowmx opraHnam yenoseka): Aspergillus fumigatus (m3), Penicillium notatum
(P.chrysogenum, m1), Mucor racemosus (m4), Malassezia spp. (m227), Candida albicans (m5)

MaHenb annepreHoB «lneceHb Hapy*KHasa» (cneunduyeckune IgE K annepreHam rpubKOB, aCCOLMMUPOBAHHbIX
C annepruen Ha nnecexb): Alternaria alternata (m6), Cladosporium herbarum (m2), Fusarium moniliforme
(m9)

MaHenb annepreHos «lnweBan TOKCMKOUHbeKUna» (cneumduueckme IgE K s3HTEPOTOKCMHAM CTadUIOKOKKa,
aCcCOLUMMPOBAHHbIX C Pa3BUTMEM MULLEBbLIX TOKCMKOUHbEKLMI): CTadUNIOKOKKOBbBIM SHTEPOTOKCUMH A (m80),
CTadMNOKOKKOBbIVN SHTEPOTOKCUH B (M81), CTadmnaoKOKKOBBI 3IHTEPOTOKCUMH TSST (M226)

MMUKCTbI (cmecu annepreHoB):
MMKCTbI MHTFaNALMUOHHDbIX annepreHos (onpegenenune cneumdpuyeckux IgE K cmecu annepreHos, o6wmin
pesynbTar)
JomaliHana Nbinb, MUKCT hx2. MUKCT BKAtoYaeT cmecb annepreHos: Hollister-Stier Labs (h2),
Dermatophagoides pteronyssinus (d1), Dermatophagoides farinae (d2), TapakaH-npycak / Blatella germanica
(i6)
Kneww 6biToBble, MUKCT dx4. MUKCT BKtOYaeT cmeck annepreHos: Dermatophagoides pteronyssinus (d1),
Dermatophagoides farinae (d2), Eroglyphus maynei (d3), Dermatophagoides microceras (d4), Acarus siro
(d70) Lepidoglyphus destructor (d71), tyrophagus putreus (d72), glycyphagus domesticus (d73) - Dr.Fooke

MnecHeBble rPUBKKN, MUKCT Mx2. MUKCT BK/IOYAET CMech annepreHos: Penicillium notatum (m1),
Cladosporium herbarum (m2), Aspergillus fumigatus (m3), Candida albicans (m5), Alternaria tenuis (m6),
Setomelanomma rostrata (m8)

JomallHue }KUBOTHbIE (3nnTenunin), MUKCT ex1. MUKCT BKOYaeT CMeCh a/lJIepreHoB: NepxoTb Kowku (el),
nepxoTb cobaku (e5), nepxoTb nowaam (e3), nepxoTb KOpoBbI (e4)

[JomallHuMe KMBOTHble, MUKCT ex2. MUKCT BK/OYAEeT CMECb a/lJIepreHoB: NepxoTb KOLWKM (el),nepxoTb
cobaku (e5), anutennin MopcKoi cBUHKK (€6), Kpbica, aNUTENUin, 6eNKM CbIBOPOTKM U MoUM (€87), Mbillb,
anuTennin, 6enKkn cbiIBOPOTKN N moun (e88)

[PbI3yHbI, MUKCT €x70. MUKCT BK/tOYAET CMECh annepreHoB: aNUTeIMin MOPCKOW CBUHKMK (e6), anutenui
KponuKa (e82), anutenuii xomska (e84), Kpbica, anuTennin, 6enkn cbiIBOPOTKU U Moun (€87), MblLlb,
anuTenni, 6enKkn cbiIBOPOTKN N moun (e88)

Mepo gomaluHel NTULbl, MUKCT ex71. MUKCT BKAtOYAEeT CMeCb annepreHoBs: nepo rycs (e70), nepo Kypuupbl
(e85), nepo yTkuM (€86), nepo nHaenku (e89)

2-3 p.Ao.

2-3 p.Ao.

2-3 p.Ao.

2-3 p.Ao.

2-3 p.Ao.

1-4p.4.

2-3 p.Ao.

2-3 p.Ao.

2-3 p.Ao.

2-3 p.A.

2-3 p.A.

6.200

3.200

2.300

2.300

1.000

1.000

1.000

1.000

1.000

1.000

1.000



31.8

31.9

31.10

31.11

31.12

31.13

31.14

31.15

31.16

31.17

31.18

31.19

31.20

31.21

31.22

Mepba NTUL, MUKCT ex72. MUKCT BKAOYAET CMECb a/iIepreHoB: Nepo BOIHUCTOro nonyras (e78), nepo

KaHapeliku (e201), nepo gamHHoxBocToro nonyras (€196), nepba nonyras (e213), nepba Bblopka (e214) 2-3p-A
MbiNbLA paHHEUBETYLINX AePEBLEB, MUKCT tX5. MUKCT BKAOYAET CMECh aflIepreHoB: o/bXa cepasn (t2), 23p.4
NelwmnHa obbikHoBeHHas (t4), Bas (t8), uea 6enas (t12), Tononb (t14) o
MbiNbLA NO34AHOLUBETYLUNX AEPEBLEB, MUKCT tX6. MUKCT BKAOYAET CMECh aNl/IePreHOB: KNeH ACEHE/IUCTHbIN

o o o 2-3 p.Ao.
(t1), 6epesa 6enas (t3), byk necHom (t5), ayb 6enbiit (t7), rpeukunii opex (t10)
Mbinbua AepeBbeB, MUKCT tx9. MUKCT BKKOYAET CMECb a/l/IepreHoB: o/ibxa cepas (t2), 6epesa (t3), newmHa 23pa
obblKHOBeHHas (t4), ayb 6enbiit (t7), usa 6enas (t12) o
MbiNbLa PaHHELBETYLLMX NYroBbIX TPAB, MUKCT gx1. MUKCT BK/IOYAET CMeCh afiepreHoB: exa cbopHas (g3), 23p.4
oBcAHMLA Nyrosan (g4), pairpac nactbuwHbin / nnesen (g5), TMmodeesKa nyrosas (g6), MAaTAMK nyrosoi (g8) o
MblNbLA COPHbIX TPaB, MUKCT WX1. MUKCT BKAKOYAET CMECb aNlIepreHoB: ambpo3ma NosibIHHOAUCTHaA (wl),
NoJibiHb 06bIKHOBEHHasA (W6), NOAOPOXKHUK NaHLETONMCTHbIN (W9I), Mapb 6enan (w10), 301bHMK/cONAHKA 2-3 p.A.
(wi11)
MbiNbLA COPHbIX TPAB, MUKCT WX2. MUKCT BK/IlOYaeT CMeCb aniepreHoB: ambposua ronomeTtensyatan (w2), 23p.a
NoNbiHb 06bIKHOBEHHAA (W6), NOAOPOKHUK NAaHLETONUCTHbIN (W9), mapb 6enan (w10), nebena (w15) o
MbinbL@ COPHbIX TPaB, MUKCT WX3. MUKCT BKOYAET CMECb a/IIePreHOoB: No/biHb (W6), NOAOPOXKHMK 23 p.a.

NAHUETONIUCTHbIN (W9), mapb 6enas (w10), 3on0TapHuK (wl2), Kpanmea asyaomHan (w20)

MbiNbL@ COPHbIX TPaB, MUKCT WX5. MUKCT BKOYAET CMECb aNiIepreHoB: ambpo3unsa NoAblIHHOAUCTHaA (wl),
No/ibiHb 06bIKHOBEHHasA (W6), HUBAHMK/poMallKa (W7), oAyBaHUYMK NeKapCTBEHHbIN (W8), 2-3 p.A.
30/10TapHUK/30n0TanA po3sra (wl2)

MpodeccnoHanbHble annepreHbl, MUKCT PAX6. MUKCT BKIHOYAET CMECb aNNepreHoB: aTuneHokena (k78),

dTanmesbivt anrnapug, (k79), dopmansvaerng, (k80), xnopamun-T (k85) 2-3pA
MuKcTbl nULeBbIX annepreHoB (onpeaeneHue cneunduueckmx IgE K cmecu annepreHos, o6wmii
pesynbTar)

[eTcKasa cmecb, MUKCT fx5. MUKCT BKAOYAET CMECh afi/iepreHoB: AnYHbIM 6enok (f1), koposbe mosoko (f2), 23pa
Tpecka (f3), nweHnyHan myka (f4), apaxuc (f13), coesblie 606bI (f14) o
MopenpoayKTbl, MUKCT fx2. MUKCT BKOYaeT CMecb annepreHos: Tpecka (f3), kpeseTku (f24), ronybasn 23p.4
muams (f37), TyHew (f40), nococs (f41) o
Pbiba, muKcT fx74. MUKCT BKAKOYAET CMecb anniepreHoB: Tpecka (f3), cenbab (f205), ckymbpua (f206),

2-3 p.A.
Kambana (f254)
Msaco, muKcT fx16. MUKCT BKAOYAET CMECb aNiepreHoB: cBMHUHaA (f26), roaguHa (f27), kypuHoe maco (f83), 1-4pp
6apaHuHa (f88) o
MyKa 31aKOBbIX U KYHXXYTHble, MUKCT fx3. MUKCT BK/IlOYaET CMECh a/iIepreHoB: NweHn4Has Mmyka (f4), 23 p.a.

oBcAHaA MyKa (f7), Kykypy3Haa myKa (f8), kyHxyT (f10), rpeuHeBas myka (f11)

1.000

1.000

1.000

1.000

1.000

1.000

1.000

1.000

1.000

1.000

900

900

900

900

900



31.23

31.24

31.25

31.26

31.27

31.28

31.29

32.1
32.2
32.3
32.4
32.5
32.6
32.7
32.8
32.9
32.10
32.11
32.12
32.13
32.14

32.15
31.16
31.17

MyKa 31aKoBbIX, MMKCT fx20. MUKCT BK/IlOYaeT CMeCh asiiepreHoB: nweHnyYHaa mykKa (f4), prkaHaa myka (f5),
AYMeHHan myka (f6), pucosan myka (f9)
OBouwu 1 60608BbIe, MUKCT fx13. MUKCT BKAKOYAET CMecb annepreHos: ropox (f12), 6enasa dpacons (f15),
mopkoBb (f31), kapTodens (f35)
OBouwu, MUKCT fx14. MUKCT BKAOYaET cMecb annepreHos: nomugop (f25), wnuHat (f214), kanycta (f216),
nanpuka (f218)
Opexu, muKcT fx1. MUKCT BKAtoYaeT cmech annepreHos: apaxuc (f13), dyHayk (f17), 6pasunbckuii opex (f18),
muHaans (f20), kokoc (f36)
LUuntpycosblie 1 dpyKTbl, MUKCT fX15. MUKCT BKAOYAET cMecb annepreHoB: anenbcuH (f33), abnoko (f49),
6aHaH (f92), nepcuk (f95)
LUuTpycosble, MUKCT fx19. MUKCT BKAKOYAET CMECh annepreHos: MmoH (f32), anenbcun (f33), maHaapuH
(f34), rpenndpyT (f92)
®pyKTbl N BaxyeBble, MUKCT fx21. MUKCT BKAOYAET cMecb annepreHoB: kueu (f84), apiHa (f87), 6aHaH (f92),
nepcuk (f95), aHaHac (f210)
ImmunoCAP MHTANALUOHHBIE ANNTEPTEHDbI (MHAMBUAYaNnbHbIe)
Mbinbua Tpas 1 3nakosbix (IgE cneundpuueckue)

g1 Konocok aywmctbiit /Sweet vernal grass /Anthoxanthum odoratum
g2 CBuHopoM nanbyathiit /Bermuda grass /Cynodon dactylon
g3 Exka cbopHana /Cocksfoot (orchard grass) /Dactylis glomerata
g4 OBscaHHMua nyrosas /Meadow fescue /Festuca elatior
g5 Mnesen mHoroneTHu (pakirpac) /Rye-grass /Lolium perenne
g6 Tumodeeska nyrosas /Timothy (meadow cat's-tail) /Phleum pratense
g213 TumodeeBKa nyroBas, PeKOMOUHaHTHbI KomnoHeHT (rPhl pl, rPhl p5b)
g214 TumodeeBKa Nyrosasn, peKOMOMHaHTHbIA KomnoHeHT (rPhl p7, rPhl p12)
g8 Msatnuk nyrosow /Kentucky bluegrass (smooth meadow-grass) /Poa pratensis
g9 Moneeunua noberoHocHasa /Creeping bentgrass (redtop) /Agrostis stolonifera
g11 Koctep nonesoit /Brome grass /Bromus inermis
g12 Poxkb nocesHasn /Cultivaited rye /Secale cereale
g14 Osec nocesHol /Cultivated oat /Avena sativa
g15 MuweHnua nocesHas /Cultivaited wheat /Triticum aestivum

Mbinbua copHoii Tpasbl (IgE cneundurueckue)
w1 Amb6po3usa Bbicokas (nonbiHHoAMCTHaA) /Common ragweed /Ambrosia elatior (A. artemisiifolia)
w230 Ambpo3us, HaTUBHbI KOMMNOHEHT (nAmb al)
w6 MonbiHb 06bIKHOBEHHas (YepHObbIIbHMK) /Mugwort /Artemisia vulgaris

2-3 p.Ao.

2-3 p.Ao.

2-3 p.Ao.

2-3 p.Ao.

2-3 p.Ao.

1-4p.4.

2-3 p.Ao.

2-3 p.Ao.
2-3 p.Ao.
2-3 p.A.
2-3 p.Ao.
2-3 p.Ao.
2-3 p.Ao.
2-3 p.Ao.
2-3 p.Ao.
2-3 p.Ao.
2-3 p.A.
2-3 p.Ao.
2-3 p.A.
2-3 p.A.
2-3 p.Ao.

2-3 p.A.
2-3 p.Ao.
2-3 p.A.

900

900

900

900

900

900

900

850
850
850
850
850
850
900
900
850
850
850
850
850
850

850
1.000
850



31.18
31.19
31.20
31.21
31.22
31.23
31.24
31.25
31.26
31.27
31.28
31.29
31.30

32.31
32.32
32.33
32.34
32.35
32.36
32.37
32.38
32.39
32.40
32.41
32.42
32.43

32.44
32.45
32.46
32.47
32.48
32.49

w231 MonbiHb, HATUBHbIN KOMMNOHEHT (nArt v1)
w233 NonblHb, HATUBHbIN KOMMNOHEHT (nArt v3)
w7 HuBAHKMK 06bikHOBEHHbIN /Ox-eye daisy (oxeye daisy) /Chrysanthemum leucanthemum
w8 OayBaHUYMK 06bIkHOBeHHbIN /Dandelion /Taraxacum vulgare
w9 MoaopoKHUK NaHueTonncTHbIn /English plantain (ribwort) /Plantago lanceolata
w12 3on0TapHUK (30/10Tan posra) /Goldenrod /Solidago virgaurea
w15 Jlebena veueBmuesnaHana /Quail bush (lenscale) /Atriplex lentiformis
w21 MNocteHHuua /Jewish pellitory /Parietaria judaica
w19 MNocTteHHMua nekapcTeeHHan /Wall pellitory /Parietaria officinalis
w20 Kpanusa asyaomHas /Nettle /Urtica dioica
w204 MNoaconHeuHuk /Sunflower /Helianthus annuus
w206 Pomaluka /Camomile /Matricaria chamomilla
w10 Mapb 6enas (Chenopodium album) IgE
Mbinbua gepesbes (IgE cneynduueckme)
t1 KneH aceHenuctHoin /Box-elder /Acer negundo
t2 Onbxa cepan /Grey alder /Alnus incana
t3 bepesa 6opopgasuatas /White birch /Betula verrucosa
t215 bepesa, peKOMBMHAHTHbIM KOMMNOHEHT (rBet v1 PR-10)
t221 bepesa, peKOMBMHAHTHbIN KOMMNOHEHT (rBet v2, rBet v4)
t4 NewmnHa obbikHOBeHHas (opelwHuK) /Hazel /Corylus avellana
t7 [ly6 6enbiti /Oak /Quercus alba
t8 Bas /EIm /UImus americana
t12 Wea /Willou /Salix caprea
t14 Tononb /Cottonwood /Populus deltoides
t208 lnuna /Linden /Tilia cordata
t16 CocHa BeimyToBa /White pine /Pinus strobus
t18 dBkanmnT / Eucalyptus spp.

BbiTOBble annepreHbl (AomallHAA Nbinb, IgE cneundurueckue)
d1 Knew, gomaluHei noinn /House dust mite /Dermatophagoides pteronyssinus
d2 Kneuw, gomawHel nbinn /House dust mite /Dermatophagoides farinae
d3 Kneuw, gomawHel nbinn /House dust mite /Dermatophagoides microceras
d74 Knew, gomaluHel nbian /House dust mite /Euroglyphus maynei
h1l AnnepreH gomaluHel nbiamn 1 /House dust (Greer Labs Inc)
h2 Annepren gomaluHel nbinmn 2 /House dust (Hollister-Stier Labs)

2-3 p.Ao.
2-3 p.Ao.
2-3 p.Ao.
2-3 p.Ao.
2-3 p.Ao.
2-3 p.Ao.
2-3 p.Ao.
2-3 p.Ao.
2-3 p.Ao.
2-3 p.Ao.
2-3 p.Ao.
2-3 p.Ao.
5-6 p.a.

2-3 p.Ao.
2-3 p.Ao.
2-3 p.Ao.
2-3 p.Ao.
2-3 p.Ao.
2-3 p.Ao.
2-3 p.Ao.
2-3 p.Ao.
2-3 p.Ao.
2-3 p.Ao.
2-3 p.Ao.
2-3 p.Ao.
2-3 p.Ao.

2-3 p.Ao.
2-3 p.Ao.
2-3 p.Ao.
2-3 p.Ao.
2-3 p.Ao.
2-3 p.A.

1.000
1.000
850
850
850
850
850
850
850
850
850
850
1.000

850
850
850
850
850
850
850
850
850
850
600
850
850

850
850
850
850
850
850



32.50
32.51
32.52
32.53
32.54
32.55
32.56
32.57
32.58
32.59
32.60
32.61
32.62
32.63
32.64

32.65
32.66
32.67
32.68
32.69
32.70
32.71
32.72
32.73
32.74
32.75
32.76
32.77
32.78
32.79
32.80

FpubKoBble n 6aKkTepuanbHbie anneprexbl (IgE cneumndpuueckue)
m2 Cladosporium herbarum - nnecHesbIt rpnbok
m6 Alternaria alternata - nnecHeBbI rpuboK
m218 Aspergillus fumigatus - nnecHeBbIV rPUOOK, PEKOMBMHAHTHbIN KOMMOHEHT (rAsp f1)
m221 Aspergillus fumigatus - nnecHeBbIl rPUOOK, PEKOMBUHAHTHbIN KOMMNOHEHT (rAsp f4)
m222 Aspergillus fumigatus - nnecHeBbIl rPUGOK, PEKOMOWHAHTHbLIA KOMMNOHEHT (rAsp f6)
m229 Alternaria alternata - nnecHeBbIl rPUHOK, PEKOMOUHAHTHBIN KOMNOHEHT (rAlt al)
m9 Fusarium moniliforme - MnMKo3bl pacTeHni
m1 Penicillium notatum (P.chrysogenum) - nnecHeBbIl rpnboK
m3 Aspergillus fumigatus - nnecHesbIlt rpMbOK, MHPEKLMOHHbIV BO3bYyANTEND
m4 Mucor racemosus - rpubok xnebHon nneceHu
m5 Candida albicans - gpoxenoaobHbI rpnboK
m227 Malassezia spp.- ApOXK¥Kenoa006HbIN rpMbOK (0TpybeBUAHbIN Anwal u ap)
m80 CTapUnNOKOKKOBbIM 3HTEPOTOKCKH A /Staphylococcal enterotoxin A
m81 CTapunNOKOKKOBbIM 3HTEPOTOKCUH B /Staphylococcal enterotoxin B
m226 CTadMNOKOKKOBbIN 3HTepOoTOKCUH TSST /Staphylococcal enterotoxin TSST
AnnepreHbl }XMBOTHbIX U nTul, (IgE cneundurueckue)
el Kowka, nepxotb /Cat dander
€94 KoulKa, peKoMBUHaHTHbIN KomnoHeHT (rFel d1)
e5 Cobaka, nepxoTb /Dog dander
€101 Cobaka, peKOMBUHaHTHbIM KoMNoHeHT (rCan f1)
e3 /lowaap, nepxotb /Horse dander
€6 Mopckas CBWHKa, anuTennin /Guinea pig epithelium
e84 Xomsk, anuTtenunit /Hamster epithelium
€87 Kpblica, anutenuii, 6enkn cbiBOpoTKM M moum /Rat epithelium, serum and urine proteins
€88 Mbilwb, anuTenunii, 6enkn cbiBopoTkM M moum/Mouse epithelium, serum and urine proteins
€82 Kponuk, anutenuii /Rabbit epithelium
e85 Kypuua, nepo /Chicken feathers
e70 lNycb, nepo /Goose Feathers
e213 Monyrai, nepo /Parrot feathers
e78 Monyrait BONHUCTbIN, nepo IgE
€86 YTKa, nepba IgE
€201 KaHapelika,nepo Igk
AnnepreHbl HaceKomblix (IgE cneunduueckue)

2-3 p.Ao.
2-3 p.Ao.
2-3 p.Ao.
2-3 p.Ao.
2-3 p.Ao.
2-3 p.Ao.
2-3 p.Ao.
2-3 p.Ao.
2-3 p.Ao.
2-3 p.Ao.
2-3 p.Ao.
2-3 p.Ao.
2-3 p.Ao.
2-3 p.Ao.
2-3 p.Ao.

2-3 p.Ao.
2-3 p.Ao.
2-3 p.Ao.
2-3 p.Ao.
2-3 p.Ao.
2-3 p.Ao.
2-3 p.Ao.
2-3 p.Ao.
2-3 p.Ao.
2-3 p.Ao.
2-3 p.Ao.
2-3 p.Ao.
2-3 p.Ao.
5-6 p.a.
5-6 p.a.
5-6 p.a.

850
850
2.100
2.100
2.100
2.100
850
850
850
850
850
850
850
850
850

850
2.100
850
2.100
850
850
850
850
850
850
850
850
850
1.000
1.000
1.000



32.81
32.82
32.83
32.84
32.85
32.86
32.87

32.88
32.89

33.1
32.2
32.3
32.4

33.5
33.6
33.7
33.8
33.9
33.10
33.11
33.12
33.13
33.14
33.15
33.16

33.17
33.18
33.19
33.20

i1 Aa nuenbl megoHocHoM /Honey bee venom /Apis mellifera
i2 An ocbl natHucTon /White-faced hornet venom /Dolichovespula maculata
i3 A4, ocbl 06bIKHOBEHHOW /Common wasp (Yellow jacket) venom /Vespula spp.
i204 CneneHb /Horse fly /Tabanus spp.
i71 Komap /Mosquito /Aedes communis
i8 Monb /Bombyx mori
i6 TapakaH pbixkui (npycak) /Cockroach german /Blattella germanica
MapasutapHble annepreHbl (IgE cneyndpuueckue)
pl Ackapuaa /Ascaris /Ascaris lumbricoides
p4 Annszakuga /Anisakis /Anisakidae
ImmunoCAP NMULLIEBbIE ANNEPTEHbI ( vTHAMBUAYaNbHbIe)
LuTpycosbie (IgE cneunduueckme)
f33 Anenbcun /Orange /Citrus sinensis
f302 MaHgapuH /Mandarin /Citrus reticulata
f209 MpelindpyT /Grapefruit /Citrus paradisi
f208 NumoH /Lemon /Citrus limon
®pyKTbl U cnagkue 6axuesble (IgE cneyndpuueckue)
f94 pywa /Pear /Pyrus communis
f49 AA6noko /Apple /Malus x domestica
f92 baHaH /Banana /Musa spp.
f259 BuHorpag /Grape /Vitis vinifera
f237 A6bpukoc /Apricot /Prunus armeniaca
f210 AHaHac /Pineaple /Ananas comosus
f95 Mepcuk /Peach /Prunus persica
f84 Kusu /Kiwi /Actinidia deliciosa
f301 Xypma /Persimon (kaki fruit, sharon) /Diospyros kaki
f96 ABokago /Avocado /Persea americana
f329 Apbys /Watermelon /Citrullus lanatus, Citrullus vulgaris
f87 AbiHa /Melon /Cucumis melo spp.
firoabi (IZE cneunduueckme)
f44 3emnanuka /Strawberry /Fragaria vesca
f242 Buwnsa /Cherry /Prunus avium
f343 ManwuHa /Raspberry /Rubus idaeus
f255 Cauea /Plum /Prunus domestica

2-3 p.Ao.
2-3 p.Ao.
2-3 p.Ao.
2-3 p.Ao.
2-3 p.Ao.
2-3 p.Ao.
2-3 p.Ao.

2-3 p.Ao.
2-3 p.Ao.

2-3 p.Ao.
2-3 p.Ao.
2-3 p.Ao.
2-3 p.Ao.

2-3 p.Ao.
2-3 p.Ao.
2-3 p.Ao.
2-3 p.Ao.
2-3 p.Ao.
2-3 p.Ao.
2-3 p.Ao.
2-3 p.Ao.
2-3 p.Ao.
2-3 p.Ao.
2-3 p.Ao.
2-3 p.Ao.

2-3 p.Ao.
2-3 p.Ao.
2-3 p.Ao.
2-3 p.A.

850
850
850
850
850
850
850

850
850

850
850
850
850

850
850
850
850
850
850
850
850
850
850
850
850

850
850
850
850



33.21

33.22
33.23
33.24
33.25
33.26
33.27
33.28
33.29
33.30

33.31
33.32
33.33
33.34
33.35
33.36
33.37
33.38
33.39
33.40
33.41
33.42
33.43

33.44
33.45
33.46
33.47
33.48
33.49
33.50
33.51

f322 CmopoamHa KpacHasa /Red currant /Ribes sylvestre
Opexu (IgE cneundpuryeckue)
f17 dyHayk /Hazel nut /Corylus avellana
f13 Apaxuc /Peanut /Arachis hypogaea
f20 Mungans /Almond /Amygdalus communis
f203 ducrawkum /Pistachio /Pistacia vera
f202 Kewbto /Cashew nut /Anacardium occidentale
f256 M'peukunii opex /Walnut /Juglans spp.
f253 Keaposbiii opex /Pine nut, pignoles /Pinus edulis
f36 Kokoc /Coconut /Cocos nucifera
f10 KyH»kyT /Sesame seed /Sesamum indicum
OBolun, 6axueBble KynbTypbl, rpubbl 1 macnaHu4YHbIe (IgE cneunduyeckue)
f25 MNomnpop /Tomato / Lycopersicon licopersicum
f244 Orypeu, /Cucumber /Cucumis sativus
f31 Mopkosb /Carrot /Daucus carota
f35 KapTtodenb /Potato /Solanum tuberosum
f216 Kanycta 6enokouyaHHasn /Cabbage / Brassica oleoracea var. capitata
f260 bpokkonu /Broccoli /Brassica oleoracea var. italica
f263 MNepeu, 3enéHbili (He3penoe cems) /Green pepper /Piper nigrum
f218 Nanpwuka, chaakuin nepey, /Paprika, Sweet pepper /Capsicum annuum
f262 baknakaH /Aubergine, eggplanet /Solanum melongena
f319 Ceekna /Beetroot /Beta vulgaris
f342 MacnuHbl, yepHble, ceexkue /Olive black /Olea europaea
f225 ToikBa /Pumpkin /Cucurbita pepo
f212 MpnbbI (WwamnuHboHbl) /Mushroom(champignon) /Agaricus hortensis
3eneHb, npunpasbl u npaHocTu (IgE cneundpuueckue)
f47 YecHok /Garlic /Allium sativum
f48 Nyk /Onion /Allium cepa
f86 MeTpyLuKa /Parsley /Petroselinum crispum
f277 Ykpon /Dill /Anethum graveolens
f85 Cenbgepeit /Celery /Apium graveolens
f269 basuauk /Basil /Ocimum basilicum
f272 3ctparoH /Tarragon /Artemisia dracunculus
f271 AHuc /Anise /Pimpinella anisum

2-3 p.Ao.

2-3 p.Ao.
2-3 p.Ao.
2-3 p.Ao.
2-3 p.Ao.
2-3 p.Ao.
2-3 p.Ao.
2-3 p.Ao.
2-3 p.Ao.
2-3 p.Ao.

2-3 p.Ao.
2-3 p.Ao.
2-3 p.Ao.
2-3 p.Ao.
2-3 p.Ao.
2-3 p.Ao.
2-3 p.Ao.
2-3 p.Ao.
2-3 p.Ao.
2-3 p.Ao.
2-3 p.Ao.
2-3 p.Ao.
2-3 p.Ao.

2-3 p.Ao.
2-3 p.Ao.
2-3 p.Ao.
2-3 p.Ao.
2-3 p.Ao.
2-3 p.Ao.
2-3 p.Ao.
2-3 p.A.

850

850
850
850
850
850
1.300
850
850
850

850
850
850
850
850
850
850
850
850
850
850
850
850

850
850
850
1.000
850
850
850
850



33.52
33.53
33.54
33.55
33.56
33.57
33.58
33.59
33.60
33.61
33.62

33.63
33.64
33.65
33.66

33.67
33.68
33.69
33.70
33.71
33.72
33.73
33.74
33.75

33.76
33.77
33.78
33.79
33.80
33.81
33.82

f268 rsosguka /Clove /Syzygium aromaticum
f89 Mopumua /Mustard /Brassica (Sinapis spp.)
f270 Umbupb /Ginger /Zingiber officinale
f281 Kappwu /Curry powder
f317 KopmaHnap /Coriander /Coriandrum sativum
f278 Nasposbiit nnct /Laurel (bay leaf) /Laurus nobilis
f274 MaitopaH /Marjoram /Origanum majorana
f332 MaTa nepeyHas /Pepermint /Mentha piperita
f280 MNepeu, yepHbiii /Black pepper /Piper nigrum
f273 TumbsaH (4abpew) /Thyme /Thymus vulgaris
f265 TmuH /Caraway /Carum carvi
bo6oBble n macnsaHuuHble (IgE cneundpuueckue)
f14 Coesble 606bI /Soybean /Glycine max
f12 fropox /Pea /Pisum sativum
f15 daconb 6enan (benbie 606b1) /White bean /Phaseolus vulgaris
f235 Yeuesuua /Lentil /Lens esculenta
MykKa u Kpynbi (IgE cneundpuryeckue)
f4 MweHunua /Wheat /Triticum aestivum
f5 Poxb /Rye /Secale cereale
f79 CntoteH /Gluten
f7 OBec /Oat /Avena sativa
f11 Mpeunxa /Buckwheat /Fagopyrum esculentum
f9 Puc /Rice /Oryza sativa
f8 Kykypysa /Maize /Zea mays
f6 AumeHsb /Barley /Hordeum vulgare
55 Mpoco nocesHoe /Common millet /Panicum milliaceum
Pbi6a u mopenpoayKTbl (IgE cneumndpuueckue)
f3 Tpecka /Cod /Gadus morhua
f40 TyHew, /Tuna /Thunnus albacares
f41 Nococb /Salmon /Salmo salar
f61 CapanHa ganbHeBocTo4Han (cenbab neacu) /Sarddine / Sardinops melanosticta
f254 Kambana mopckas /Plaice /Pleuronectes platessa
f205 Cenbab (cenepgka) /Herring /Clupea harengus
f206 Ckymbpua atnaHTuyeckas /Mackerel /Scomber scombrus

2-3 p.Ao.
2-3 p.Ao.
2-3 p.Ao.
2-3 p.Ao.
2-3 p.Ao.
2-3 p.Ao.
2-3 p.Ao.
2-3 p.Ao.
2-3 p.Ao.
2-3 p.Ao.
2-3 p.Ao.

2-3 p.Ao.
2-3 p.Ao.
2-3 p.Ao.
2-3 p.Ao.

2-3 p.Ao.
2-3 p.Ao.
2-3 p.Ao.
2-3 p.Ao.
2-3 p.Ao.
2-3 p.Ao.
2-3 p.Ao.
2-3 p.Ao.
2-3 p.Ao.

2-3 p.Ao.
2-3 p.Ao.
2-3 p.Ao.
2-3 p.Ao.
2-3 p.Ao.
2-3 p.Ao.
2-3 p.A.

850
850
850
850
850
850
850
850
850
850
850

850
850
850
850

850
850
850
850
850
850
850
850
850

850
850
850
850
850
850
850



33.83 f60 CtaBpuaa /Jack mackerel /Trachurus japonicus
33.84 f204 dopenb paaykHaa /Trout /Oncorhynchus mykiss (Salmo gairdnieri)
33.85 f303 MNanTtyc 6enokopsliit /Halibut /Hippoglossus hipoglossus
33.86 f426 Tpecka aThaHTMYECKasA, PEKOMBMHAHTHbINM KOMNoHeHT (rGad c1)
33.87 . .
Metapenaeopsis joyneri

33.88 f351 TponoOMMO3UH KPEBETOK, PEKOMBUHAHTHbIN KOMMOHEHT (rPen al)
33.89 f258 Kanbmap /Squid /Loligo spp.
33.90 f23 Kpab /Crab /Cancer pagurus
33.91 320 Pak peuHolt /Crayfish /Astacus astacus

AinuHble npoAayKTbI (IgE cneynduueckue)
33.92 f1 AnuHbiii 6enok /Egg white
33.93 {75 AnuHbili kenTtok /Egg yolk
33.94 232 OBanbbymuH (anbbymuH andHbiii) /Ovalbumin (Allergen component nGal d 2)
33.95 f233 OBomykoua (mykonpoTena andHoro 6enka) /Ovomucoid (Allergen component nGal d 1)

Mon0oKO 1 Mmono4Hble NpoAyKTbI (IZE cneunduueckme)
33.96 f2 Monoko koposbe /Milk
33.97 f231 Monoko kunadeHoe (koposbe) /Milk, boiled
33.98 {76 Anbda-naktanbbymuH /Alpha-lactalbumin /Allergen component nBos d4
33.99 {77 beta-naktornobynuH /Beta-lactoglobulin /Allergen component nBos d5
33.100 f78 KaseunH, monoko /Casein, milk /Allergen component nBos d8
33.101 €204 Bblunit CbIBOPOTOUHbIN anbbyMUH, HAaTUBHbIM KOMMNOHEHT (nBos d6 BSA)
33.102 f236 Monou4Has cbiB-Ka (kopoBba) /Caw's milk whey
33.103 f300 MonoKo Ko3be /Goat milk
33.104 f81 Cbip Yepnep /Cheese, Cheddar type
Msco u ntuua (IgE cneundurueckme)

33.105 f27 FoBaanHa /Beef /Bos spp.
33.106 f88 BapaHuHa /Mutton /Ovis spp.
33.107 f26 CeuHuHa /Pork /Sus spp.
33.108 f213 Msco kponuKa / Rabbit meat
33.109 f83 Msco Kypuubl (upinneHka) /Chicken meat
33.110 284 Msco uHaeiikm /Turkey meat

Kakao, Kode, uait (IgE cneymndpuueckue)
33.111f93 Kakao /Cacao /Theobrome cacao

f24 KpeseTka /Shrimp (prawn) /Pandalus borealis, Penaeus monodon, Metapenaeopsis barbata,

2-3 p.Ao.
2-3 p.Ao.
2-3 p.Ao.
2-3 p.Ao.

2-3 p.Ao.

2-3 p.Ao.
2-3 p.Ao.
2-3 p.Ao.
2-3 p.Ao.

2-3 p.Ao.
2-3 p.Ao.
2-3 p.Ao.
2-3 p.Ao.

2-3 p.Ao.
2-3 p.Ao.
2-3 p.Ao.
2-3 p.Ao.
2-3 p.Ao.
2-3 p.Ao.
2-3 p.Ao.
2-3 p.Ao.
2-3 p.Ao.

2-3 p.Ao.
2-3 p.Ao.
2-3 p.Ao.
2-3 p.Ao.
2-3 p.A.
2-3 p.Ao.

2-3 p.A.

850
850
1.000
1.950

850

1.950
850
850
850

850
850
850
850

950
950
950
950
950
2.100
950
950
950

900
850
850
850
850
850

850



33.112 f221 Kode /Coffee /Coffea spp.
33.113 f222 Yait aucrosoii /Tea /Camellia sinensis

Opyrue npoayKtbl 1 nuwesble gobasku (IgE cneunduueckue)

33.114 f247 Mep, /Honey

33.115 f234 BaHnunb /Vanilla /Vanilla planifolia

33.116 f224 Mak /Poppy seed /Papaver somniferum

33.117 f45 Apoxkxu nekapckue /Baker's yeast (Saccharomuces cerevisiae)
33.118 c74 XenatuH Koposuii (nMwesan aobaska E441) /Gelatin bovine

34.1
34.2
34.3
34.4
34.5

34.6

34.7

34.8

34.9

34.10

34.11

34.12

34.13

34.14

34.15

34.16

NEKAPCTBEHHDbIE ANNEPTEHDI
AHTMBaKTepuanbHble npenapatbl (aHTM6MOTUKM) (IEE cneunduueckme)
c1 Nennumnnun G /Penicillin G
c2 Nenunumnnuu V /Penicillin V
c6 Amokcnumnnunu /Amoxycillin
c5 Amnuumnnun /Ampicillin
c8 XnoprekcmanH /Chlorhexidine

c165 Uedaknop /Cefaclor

55 LledanocnopuH /Cephalosporin
€62 dokcmumkaumH /Doxycyclin

c59 TeTpauuknuH /Tetracycline

€108 UunpodnokcaumH /Ciprofloxacin
€118 OdnokcaumH /Ofloxacin

€175 HopdnokcaumH /Norfloxacin
€61 dputpomuumH /Erythromycin

€66 CtpenTomuumH /Streptomycin
€60 F'eHTamuumH /Gentamycin

€115 JInHkomuumH /Lincomycin

2-3 p.Ao.
2-3 p.Ao.

2-3 p.Ao.
2-3 p.Ao.
2-3 p.Ao.
2-3 p.Ao.
2-3 p.Ao.

2-3 p.Ao.
2-3 p.Ao.
2-3 p.Ao.
2-3 p.Ao.
2-3 p.Ao.

1-4p.4.
1-4p.4.
1-4p.4.
1-4p.4.
1-4p.4.
1-4p.4.
1-4p.4.
1-4p.4.
1-4p.4.
1-4p.4.

1-4p.4.

850
850

850
850
850
850
850

950
950
950
950
950

950

950

950

950

950

950

950

950

950

950

950



34.17

34.18

34.19

34.20

34.21

34.22

34.23

34.24

34.25

34.26

34.27

34.28

34.29

34.30

34.31

34.32

34.33

c152 XnopamdeHukon (leeomnuetuH) /Chloramphenicol
Opyrve npoTMBOMMUKPO6GHbIE U NPOTUBONPOTO30iiHble Npenapatbl (IgE cneundpuueckue)

c57 TpumeTtonpum /TMP (trimethoprime) - Bucenton /BakTpum
c58 CynbdameTtokcason /SMZ (sulfamethoxazole) - Bucenton /BakTpum

c153 MeTpoHugason /Metronidazol
AHanbreTMKn U HecTepouaHble NPOTUBOBOCNANUTENbHbIe NpenapaThbl (IgE cneunduueckme)

c91 AHanbruH (metamuson) /Metamizol

c51 AueTtuncanuumnosas Kucnota /Acetylsalicylic Acid (ASS)
¢85 MapaueTtamon /Paracetamol

c78 NbynpodeH /Ibuprofen

c93 NHaomeTaumH /Indomethacine

c111 ®eHaueTtuH /Phenacetine

c79 AnknodeHak /Diclofenac
MecTtHble aHecTeTUKM (IgE cneunduryeckue)

€68 ApTuKanH & YnbTpakauH /Articaine

c82 IngokaunH & KcunokaumH /Lidocaine & Xylocaine
c83 HoBokauH & MpokauH /Procaine

c86 beH3oKauH /Benzocaine

¢100 MpunokaunH & LntaHect

c88 MenuBakauH & MNMonokaunH /Mepivacaine

1-4p.4.

1-4p.4.
1-4p.4.

1-4p.4.

1-4p.4.
1-4p.4.
1-4p.4.
1-4p.4.
1-4p.4.
1-4p.4.

1-4p.4.

1-4p.4.
1-4p.4.
1-4p.4.
1-4p.4.
1-4p.4.

1-4p.4.

950

900

900

900

950

950

950

950

950

950

950

950

950

950

950

950

950



34.34 ¢89 bynuBakaunH & AHeKaunH & MapkauH /Bupivacaine 1-4p.a. 950

34.35 ¢210 TeTpakauH & [uKkauH /Tetracain 1-4p.a. 950
FfopmoHanbHble npenaparthbi (IgE cneunduueckue)

34.36 c73 NHCYynnH YenoBeYyeckui 2-3 p.A. 650

34.37 ¢71 NHcynuH Koposui 2-3 p.A. 650

34.38 c70 NHCYynnH cBUHOM 2-3 p.A. 650

34.39 ¢99 L-TupoKcuH /L-tyroxine 1-4p.a. 950

34.40 c196 dnuHedpuH /Epinefrine 1-4p.4. 950
ButamuHbl (IgE cneumndpuueckue)

34.41 c106 ButamuH B1 (TuamuH) /Thiamine 1-4p.4. 950

34.42 c109 ButamuH B6 (MupuaokcuH) /Pyridoxine 1-4p.4. 950
MpodeccuoHanbHble anneprexHbl

34.43 k82 Natekc /Latex /Hevea braziiliensis 2-3 p.4. 950

34.44 k80 ®opmanbaerng, /popmanuH 2-3p.A. 950

DR.FOOKE CNELUMDPUYECKUE IgG/1gG4
MNuwesble annepreHbl (IgG4 cneunduryeckme)

35.45 f2 Monoko Koposbe /Milk 1gG4 1-4p.4. 1.550
35.46 f1 AnuHbii 6enok /Egg white IgG4 1-4p.4. 1.550
35.47 75 AnuHbil kenTtok /Egg yolk 1gG4 1-4p.4. 1.550
35.48 f4 MweHunua /Wheat /Triticum aestivum I1gG4 1-4p.4. 1.550
35.49 79 CnoteH /Gluten I1gG4 1-4p.p. 1.550

DR.FOOKE NEKAPCTBEHHDbIE ANNTEPTEHDI IgG
AHTM6aKTepuanbHble npenapatbl (aHTM6MOTUKM) (IgG cneuunduueckmne)

36.1 c1 NeHnuunnnu G /Penicillin G IgG 1-4p.a. 2.500

36.2 c2 NeHnuunnnn V /Penicillin V I1gG 1-4p.a. 2.500



36.3

36.4

36.5

36.6

36.7

36.8

36.9

36.10

36.11

36.12

36.13

36.14

36.15

36.16

36.17

36.18

36.19

36.20

c6 Amokcuumnnunud /Amoxycillin 1gG

c5 Amnuumnnunn /Ampicillin IgG

c165 Ledaknop /Cefaclor I1gG

c55 LledanocnopuH /Cephalosporin IgG
€62 dokcuumkaumH /Doxycyclin IgG

c59 TeTtpauuknuH /Tetracycline IgG
c108 UumnpodnokcaumH /Ciprofloxacin IgG
€118 OdnokcaumH /Ofloxacin 1gG

c175 HopdnokcaumH /Norfloxacin IgG
€61 dputpomuumH /Erythromycin IgG
€66 CtpenTomuumH /Streptomycin I1gG
€60 FreHTamunumH /Gentamycin IgG
€115 JInHkomuumH /Lincomycin I1gG

€152 Xnopamoerukon (leeomuuetnH) /Chloramphenicol IgG
Apyrue npoTMBOMUKPOBGHbIE U NPOTMBONPOTO30iHbIe NpenapaTbl (IgG cneundurueckue)

c57 TpumeTtonpum /TMP (trimethoprime) - Bucenton /Baktpum IgG
c58 Cynbdametokcason /SMZ (sulfamethoxazole) - Bucenton /Baktpum IgG

c153 MeTtpoHuaason /Metronidazol 1IgG
AHanbreTMKMU U HecTepougHble NPOTUBOBOCNANUTENbHbIE NpenapaThl (IgG cneynduueckue)

€91 AHanbruH (metamuson) /Metamizol IgG

1-4p.4.
1-4p.4.
1-4p.4.
1-4p.4.
1-4p.4.
1-4p.4.
1-4p.4.
1-4p.4.
1-4p.4.
1-4p.4.
1-4p.4.
1-4p.4.
1-4p.4.

1-4p.4.

1-4p.4.
1-4p.4.

1-4p.4.

1-4p.4.

2.500

2.500

2.500

2.500

2.500

2.500

2.500

2.500

2.500

2.500

2.500

2.500

2.500

2.500

2.550

2.550

2.550

2.500



36.21

36.22

36.23

36.24

36.25

36.26

36.27

36.28

36.29

36.30

36.31

36.32

36.33

36.34

36.35

37.1

c51 Auetuncanmumnosas kucnota /Acetylsalicylic Acid (ASS) IgG
c85 MapaueTtamon /Paracetamol I1gG

c78 NeynpodeH /Ibuprofen I1gG

€93 UHpomeTaumH /Indomethacine 1gG

c111 deHaueTtnH /Phenacetine 1gG

c79 OnknodeHak /Diclofenac IgG
MecTtHble aHecTeTuKM (IgG cneuunduryeckue)

€68 ApTuKanH & YnbTpaKkauH /Articaine IgG

€82 NlnpokanH & KcunokauH /Lidocaine & Xylocaine 1gG
c83 HoBokauH & MpokauH /Procaine I1gG

c86 beH3oKaunH /Benzocaine IgG

¢100 MpunokaunH & LuntaHect IgG

c88 MenuBakauH & MNMonokaunH /Mepivacaine 1gG

c89 bynuBakauH & AHekanH & MapkauH /Bupivacaine IgG

€210 TeTpakauH & [ukauH /Tetracain IgG
FfopmoHanbHble npenaparthbl (IgG cneymndpuueckme)
€196 3nuHedpuH /Epinefrine 1gG

CNEUMANUSUPOBAHHbBIE METOAbl UCCNEAOBAHUA
TAXENIbIE METAJ1/1bl, MUKPOS3JIEMEHTbDI
(macc-cnekTpomeTpua ¢ MHAYKTUBHO-CBA3aHHOM naasmou (MCN-MC)

KomnneKcHbIM aHan3 KPOBKM Ha HaZiMUMe TAXKENbIX METANINI0B U MUKPO3/IEMEHTOB (23 nokasaTtens, MeToz,
NCcN-mcC): Li, B, Al, Si, Ti, Cr, Mn, Co, Ni, Cu, Zn, As, Se, Mo, Cd, Sb, Hg, Pb, Mg,Ca, Fe, K, Na

1-4p.4.
1-4p.4.
1-4p.4.
1-4p.4.
1-4p.4.

1-4p.4.

1-4p.4.
1-4p.4.
1-4p.4.
1-4p.4.
1-4p.4.
1-4p.4.
1-4p.4.

1-4p.4.

1-4p.4.

5-6 p.a.

2.500

2.500

2.500

2.500

2.500

2.500

2.500

2.500

2.500

2.500

2.500

2.500

2.500

2.500

2.500

3.500



37.2

37.3

37.4

37.5

37.6
37.7

37.8

37.9
37.10

37.11

37.12
37.13

37.14

37.15
37.16

37.17

37.18
37.19

KomnieKCHbI1 aHann3 MoYM Ha Hamumne TAXKEeNbIX MeTa1I0B U MUKPO3/1eMeHTOB (23 nokasaTensa, meTos,
nCcN-mcq): Li, B, K, Na, Mg, Al, Si, Ca, Ti, Cr, Mn, Fe, Co, Ni, Cu, Zn, As, Se, Mo, Cd, Sb, Hg, Pb

KomMnneKcHbI aHaIn3 BOMIOC Ha HanMumne TAXKeNbIX METAN/IOB U MUKPO3NEMEHTOB (23 noKasaTens, metos,
NCN-MC): Li, B, K, Na, Mg, Al, Si, Ca, Ti, Cr, Mn, Fe, Co, Ni, Cu, Zn, As, Se, Mo, Cd, Sb, Hg, Pb
AHanus cogepKkaHUA OTAENbHbIX 391 MEHTOB

AntomuHunin (Al) B kKposm

AntomuHuit (Al) B moye

AntomuHuin (Al) B Bonocax

Bop (B) B KpoBU

Bop (B) B moye

Bop (B) B BONOCax
CeneH (Se) B Kposu

CeneH (Se) B moue

CeneH (Se) B Bonocax
CsuHey, (Pb) B kpoBm

CsuHey, (Pb) B moye

CsuHey, (Pb) B BOnocax
Nntni (Li) B KpoBm

Nntui (Li) B moye

Nntni (Li) B BONOCAX
KpemHulii (Si) B Kposu

5-6 p.a.

5-6 p.a.

5-6 p.a.

5-6 p.a.

5-6 p.a.
5-6 p.a.

5-6 p.a.

5-6 p.a.
5-6 p.a.

5-6 p.a.

5-6 p.a.
5-6 p.a.

5-6 p.a.

5-6 p.a.
5-6 p.a.

5-6 p.a.

5-6 p.a.
5-6 p.a.

3.500

3.500

800

800

800
800

800

800
800

800

800
800

800

800
800

800

800
800



37.20

37.21
37.22

37.23

37.24
37.25

37.26

37.27
37.28

37.29

37.30
37.31

37.32

37.33
37.34

37.35

37.36
37.37

KpemHuit (Si) B moye

KpemHui (Si) B Bonocax
TutaH (Ti) B KpoBMu

TutaH (Ti) B moue

TutaH (Ti) B BONOCax
Xpom (Cr) B KpoBu

Xpom (Cr) B moue

Xpom (Cr) B BOnocax
MapraHeu, (Mn) B KpoBswu

MapraHeu, (Mn) B moue

MapraHeu, (Mn) B Bosiocax
Kob6anbT (Co) B KpoBHU

Kob6anbT (Co) B moue

Kob6anbT (Co) B BoNOCax
Hukenb (Ni) B Kposu

Hukenb (Ni) B moue

Hukenb (Ni) B Boiocax
Megapb (Cu) B KpoBM

5-6 p.a.

5-6 p.a.
5-6 p.a.

5-6 p.a.

5-6 p.a.
5-6 p.a.

5-6 p.a.

5-6 p.a.
5-6 p.a.

5-6 p.a.

5-6 p.a.
5-6 p.a.

5-6 p.a.

5-6 p.a.
5-6 p.a.

5-6 p.a.

5-6 p.a.
5-6 p.a.

800

800
800

800

800
800

800

800
800

800

800
800

800

800
800

800

800
800



37.38

37.39
37.40

37.41

37.42
37.43

37.44

37.45
37.46

37.47

37.48
37.49

37.50

37.51
37.52

37.53

37.54
37.55

Megab (Cu) B moue

Megapb (Cu) B BOnocax
LUu1HK (Zn) B KpoBM

LuHK (Zn) B moye

LUuHK (Zn) B BONOCAX
MbiwbsK (As) B KpoBu

MbiwbsK (As) B moye

Mbiwbsk (As) B Bonocax
MonnbaeH (Mo) B Kposu

MonnbaeH (Mo) B moye

MonnbaeH (Mo) B Bonocax
Kagmuit (Cd) B KpoBm

Kagmuit (Cd) B moue

Kagmuit (Cd) B BOnocax
Cypbma (Sb) B kposM

Cypbma (Sb) B moye

Cypbma (Sb) B Bonocax
PtyTb (Hg) B KpoBM

5-6 p.a.

5-6 p.a.
5-6 p.a.

5-6 p.a.

5-6 p.a.
5-6 p.a.

5-6 p.a.

5-6 p.a.
5-6 p.a.

5-6 p.a.

5-6 p.a.
5-6 p.a.

5-6 p.a.

5-6 p.a.
5-6 p.a.

5-6 p.a.

5-6 p.a.
5-6 p.a.

800

800
800

800

800
800

800

800
800

800

800
800

800

800
800

800

800
800



37.56

37.57

37.58
37.59
37.60
37.61

37.62

37.63
37.64

37.65

37.66

37.67
37.68
37.69

37.70

37.71
37.72

37.73

37.74

37.75

PtyTb (Hg) B Moue

PtyTb (Hg) B BONOCAX
BuUTamuHbI
ButamuH A (petuHon)
ButamuH B1 (TMamuH)
ButamuH B5 (naHTOTEHOBAA KUC/OTA)
ButamuH B6 (NMpmnaOKCHH)

ButamuH C (ackopbuHoBasn Kucnota)

ButamuH E (Tokodepon)
ButamuH K1 (dnnnoxmHoH)

AMMWHOKUCNOTbI U Apyrue meTabonutbl
AMUHOKKUCNOTLI B KpoBM (12 nokasatenein, meton BIHKX-MC)

AMUHOKKUCNOTbI B MoYe (32 nokasaTtenei, metod BIHKX-MC)

L-KapHUTUH cBOBOAHbIN B KpoBK (MeToa BIHKX-MC)
L-KapHUTUH 06K B KpoBu (meTog BIKX-MC)
L-KapHUTUH cBOBOAHbIN K 06WMi B KpoBK (MeToa BIHKX-MC)

L-KapHUTUH cBOBOAHbIN 1 06WMi B Mode (MeTog BIKX-MC)

AMWHOKUCNOTbI U aUMIKapHUTUHBI B KpoBU (42 nokasatens, metoa BIHKX-MC)

[AnarHocTnka HapyLweHui NypMHOBOTO U MTMPUMNANHOBOrO 0bMeHa (24 nokasatens, metog BIHKX-MC)
MeTab0n13M }KUPHbIX U OPraHUYECKUX KUCNOT

Omera-3 MHAOEKC: cofepKaHne arKo3aneHTaeHOBOM M JOKO3areKcaeHoBOM KUCNOT B MeMbpaHe

3PUTPOLUTOB, B % OT OOLLErO COAEPIKAHUA KUPHDIX KUCNOT (OLLeHKA PUCKA BHE3AMHOW CEPAEUYHON CMEePTH,

MHbapKTa MMOKapaa U Ap. CepaevyHO-CoOCyANCTbIX 3a601eBaHuUI)

HeHacblleHHble XUpPHble KucnoTbl Omera-3 B KpOBM (A0KO3areKcaeHoBas U 3MKo3aneHTaeHoBas KMCOTbI)

HeHacblleHHbIe }UpPHble KucaoTbl OMera-6 B KpoBM (apaxmaoHoBas, IMHONEBAA U raMMa-IMHONEHOBasA
KMUCNOTbI)

5-6 p.a.
5-6 p.a.
6-7 p.Ao.
6-7 p.4o.

6-7 p.Ao.
6-7 p.Ao.

6-7 p.Ao.
6-7 p.Ao.

6-7 p.Ao.
5-6 p.a.
5-6 p.a.
5-6 p.a.
5-6 p.a.
5-6 p.a.

5-6 p.a.

5-6 p.a.
5-6 p.a.

5-6 p.a.

5-6 p.a.

5-6 p.a.

800

800

2.000
2.000
2.000
2.000

2.000

2.000
2.000

4.500

5.000

3.850
3.850
6.800

4.100

5.500
7.000

5.100

4.300

4.300



37.76
37.77
37.78

37.79

37.80

37.81

37.82

37.83

37.84

37.85

37.86

37.87

37.88

38.1

38.2
38.3
38.4

HeHacblLWeHHble XUpPHble KUcaoTbl Omera-3 1 Omera-6 B KpoBM (KOMNAEKCHbIM aHaNN3)
HMpHble KUCNOTbI: MANIbMUTAT, CTeapaT, O/IeMHAT, NA/IbMUTONIEMHHAT, FeKCaeHaT u Ap. B KpoBu (metoz MX-

MC)

OpraHun4yeckme KUcnoTbl B Kposu (metopa MNX-MC)

OpraHuyeckme KucnoTbl B mode (metog MX-MC)

AHTUMOKCUAAHTHDINM CTaTyC

ManoHoBbIN AManbaeru,

Koansmm Q10
lnytatnoH

8-OH-pge30KcuryaHosmH

OugeHKa OKCHaaTUBHOrO CTpecca (KoMmnaekcHoe uccnegoBaHune): KosHanum Q10, ButamuH E, ButamuH C, beTa-
KapOTKH, ryTaTUMOH, MasloOHOBbIM Ananbaerna, 8-OH-ge3okcuryaHosmH (metog BIXKX-MC)

OKCMAATUBHDIN cTaTyC

CO/, (cynepokcnaamncmyTasa)

MNOJ1 (nepeKkncHoe OKUCNEHNE NMNUA0B)

O6Wmit aHTMOKCMAAHTHbIM cTaTyc (TAS)

FnyTatMoH-nepoKcmuaasa (ITN)

AnrokcuH

Takponumyc
Cuponumyc
LnknocnopuH

NEKAPCTBEHHbIA MOHUTOPUHI
CeppaeuHble rMKo3nabl

MmmyHocynpeccopbl

AHTH KOHBY/1bCaHTbI, NpOoTUBO3NNUAENTUYECKHNE npenapartbi

6-7 p.4o.
5-6 p.a.
5-6 p.a.

5-6 p.a.

7-8 p.4o.
7-8 p.4o.
7-8 p.4o.

7-8 p.4o.

8-9 p.a.

7-8 p.4o.
7-8 p.4o.
7-8 p.4o.

7-8 p.4.

5-6 p.a.

7-8 p.4o.
5-6 p.a.
5-6 p.a.

7.850
3.800
4.850

4.850

5.000

3.800

3.800

3.800

22.000

2.500

2.500

2.500

2.500

4.800

2.800
3.600
2.800



38.5
38.6
38.7
38.8
38.9
38.10

38.11
38.12
38.13

38.14
38.15

38.16
38.17

38.18
38.19

38.20

38.21

38.22

38.23

Banbnpoesas kucnoTa ([JenakuH)
KapbamasenuH (PuHnencuH, TerpeTton)

NamoTpuarknH
Tonupamart
deHnTonH
®PeHobapbuTan
AHTUONOTUKM
FeHTaMUUMH (NPUNoXKNUTL 0bpasel, npenaparal)

TobpamuumH (NpunoxuTb obpasel, npenaparal)
BaHKomMUMH (NpnaoxuTb 0bpasel, npenapaTal)
AHTHApUTMUUYECKUE CPeacTBa

XVHUAMH (NpunoxKnTb obpasew, npenaparal)
MpokavHamug, (NpunoxKntb obpasew, npenaparal)

HectepoupgHble npoTMBOBOCNaAUTE/IbHbIE NPenapaTbl
Mapauetamon (AuetammHodeH)
Cannumnatbl

Dpyrue neKkapcrBeHHble npenaparbl

TeopunnuH
TpULMKANYECKNE aHTUAENPECCAHTI
(npnnoxutb 0bpasel, npenaparal)

HapkoTuyeckue U NCMXOAKTUBHbIE BELLECTBA B Moye

KaHHabuHoMAbl B pa30BOM NOPLUM MOYN

KoKkaunH B pa3oBoii nopLmmn mouu

MeTampeTaMunH B pa3oBoi NOPLMN MOUN

OnunaTbl B pa3oBOM MOPUUM MOYM

5-6 p.a.
5-6 p.a.
5-6 p.a.
5-6 p.a.
5-6 p.a.
5-6 p.a.

5-6 p.a.
5-6 p.a.
5-6 p.a.

5-6 p.a.
5-6 p.a.

5-6 p.a.
5-6 p.a.

5-6 p.a.
5-6 p.a.

1-2 p.Aa.

1-2 p.Aa.

1-2 p.Aa.

1-2 p.Aa.

1.550
1.550
3.200
3.200
3.200
3.700

4.200
4.200
4.200

4.200
4.200

4.200
4.200

2.600
4.200

1.050

1.050

1.050

1.050



38.24 AmdpeTaMunH B pa3oBoOi NOPLUMN MOUN

BpegHble NpuBbIYKKN (KOMNAEKCHOE UCCeoBaHMKe):
38.25 HMKOTWUH, 3TaHOA, NCUXOTPONHbIE N HAPKOTUYECKNE BELLECTBA, NCUXOAKTUBHbIE NEKAPCTBEHHbIE BELLECTBA B
moue

FrEHETUKA
OnpeaeneHue poacTtea (TpebyeTca 3anosHeHMe aHKETDI)

39.1 Ananus AHK Ha oTLOBCTBO/MaTepPUHCTBO, AyaT (pebeHOoK M npeanonaraemblin poantens — 20 mapKkepos)

AHanu3z HK Ha oTLOBCTBO/MaTepPUHCTBO, TPUO (pebeHOK, 6e3ycNoBHbIN poauTenb, Npeanonaraembli

392 poautens — 20 MapKkepos)

393 AHanusz HK Ha apyrue suabl poacTtsa (oT 20 Ao 33 MapKepoB B 3aBUCMMOCTM OT BUAa poACTBa, Ha
"~ ycmoTpeHue nabopartopumm)

39.4 [0onoNHUTENbHbIN Y4AaCTHUK ANA aHaAn3a

AHK aHanun3 HeayToCOMHbIX MapKepoB

TecTupoBaHue Y-xpomocombl (3a 1 obpasewn)*

39:5 (*TpebyeTcs 3anoNHEHUE aHKETbI)

AHanus mutoxoHapuanbHoit  [OHK (3a 1 obpaseu)*

39.6
(*TpebyeTcs 3anonHeHWE aHKeTbI)

TectupoBaHue Y-xpoMocombl (onpegeneHre ranaorpynmnbl y My»KUnHbI)*

9.7
3 (*TpebyeTcs 3anonHeHWe aHKETbI)

HLA-TMnupoBaHue
39.8 HLA B27 (HLA reHoTunuposaHue | knacca, MNLP)
39.9 HLA reHotunupoBsaHue Il knacca (HLA-DQA1)
39.10 HLA reHoTtunupoBsaHue Il knacca (HLA-DQB1)
39.11 HLA reHoTtunupoBaHue Il knacca (HLA-DRB1)
39.12 HLA reHoTMnupoBaHue Il Knacca (KomnnekcHoe obcnegosaHme) (HLA-DQA1, HLA-DQB1, HLA-DRB1)

1-2 p.Aa.

5-6 p.a.

7-8 p.4o.

7-8 p.4o.

7-8 p.4o.

7-8 p.A.

7-8 p.4o.

7-8 p.4o.

7-8 p.4o.

1-2 p.Aa.
5-6 p.a.
5-6 p.a.
5-6 p.a.
5-6 p.a.

1.050

2.700

15.600

20.000

20.000

8.000

8.000

26.000

16.500

1.000
2.100
2.100
1.800
5.000



39.13

39.14
39.15
39.16

39.17

39.18

39.19

39.20

39.21

39.22

39.23

39.24

39.25

39.26

39.27

HLA reHoTunupoBsaHue Il Knacca ana napbl (KomnnekcHoe obecneposanue) (HLA-DQA1, HLA-DQB1, HLA-
DRB1) Ha ogHOro naumneHTa
lfeHotMnuposaHue HLA DRB1 npu peBMmaTU4eCcKOM NaToiormm
TunuposaHue HLA DQ2/DQS8 npu Lennakmm
HLA B51 tunupoBaHue (6onesHb bexyera)
LiuToreHeTHKa

AHanus KapmnoTtuna 1 naumeHTa
AHanus Kapuotuna (1 yen.) c poTorpadmenn xpomocom

AHanus kapuoTtumna c abeppauuamm

dapmaKoreHeTuKka

dapmakoreHeTuKa. BapdapuH.
OnpeaeneHve NoaMMopdM3MOB, aCCOLMMPOBAHHBIX C MeTabonnsamom BapdapuHa (4 nonmmopodusma:
CYP2C9 (430 C>T (Argl44Cys)), CYP2C9 (1075 A>C (lle359Leu)), CYP4AF2 (1347 C>T (Vald33Met)), VKORC1 (-
1639 G>A))
MmmyHoreHeTuKa IL28B.
OnpeaeneHne NoAMMOPPM3IMOB, aCCOLMMPOBAHHBIX C QYHKUMAMM MHTEpPIeiiKnHa 28B (Tepanua renatuta C)
(rs12979860 (C>T), rs8099917 (T>G))

HacnepcrtBeHHble 3abonesaHus
leHeTUYecKas NpespacnoNoKeHHOCTb K MyKoBucLeao3y 5 noanmopousmos B reHe CFTR: F508Del;
delta508; [Delta F508]; 21-KB Del; CFTRdele2,3(21kb); 2143DelT; [Leu671Terfs]; G551D; Gly551Asp;
[1652G>A; G511D]; Trpl128Ter; W1282X
CuHpgpom Kunbvbepa.
OnpeaeneHne nHcepumn (BapmaHTa UGT1A1*28) B npomoTopHOI obnactn reHa UGT1A1 (UGT1A1*28; 7-TA
insertion in promoter)
CuHapom Hunbbepa - pacwmpeHHbli, 3 nonimmopdmsma B reHe UGT1A1 (UGT1A1*28; UGT1A1*6;
rs6742078)
OnpeaeneHne BapuaHTa B reHe PTPN22 (Arg620Trp; R620W) (caxapHblt amabeT 1 Tmna, peBMaTouaHbIN
apTpuT)
Puck pa3sutma caxapHoro guabeta 1 tuna. OnpegeneHne noaMmopPpumos, acCOLMMPOBAHHbIX C
pa3BUTMEM caxapHoro grabeta 1 Tmna (5 nonmmopousmos: PTPN22 (Arg620Trp; R620W), UBASH3A
(rs11203203), UBASH3A (rs2839511), VDR (b/B; Bsml Polymorphism), VDR (Apal Polymorphism))

OnpeaeneHve BapuaHToB B reHax TCF7L2 (RS 7903146: IVS3C>T), PPARG (Pro12Ala; P12A), ADIPOQ (G276T)

5-6 p.a.

6-7 p.4o.
6-7 p.Ao.
7-8 p.4o.

16-17 p.A.
16-17 p.A.

16-17 p.A.

5-6 p.a.

2-3 p.Ao.

5-6 p.a.

5-6 p.a.

7-8 p.4o.

5-6 p.a.

5-6 p.a.

5-6 p.a.

6.000

3.000
5.500
4.000

4.000

5.000

5.500

7.500

750

10.000

4.100

6.700

3.900

9.500

6.500



39.28

39.29

39.30

39.31

39.32

39.33

39.34

39.35

MpenpacnosoXKeHHOCTb K oXupeHuto n anabety (PPARG: 34 C>G (Prol12Ala), KCNJ11: C>T (Glu23Lys), NPY:
A>G (Leu7Pro), FTO: T>A (IVS1), LPA: T>C (lle4399Met), SREBF2: 1784 G>C (Ala595Gly))
leHeTMKa meTabonm3ma naktosbl. OnpegeneHne NnoAMMopPrU3mMoB, aCCOLMMPOBAHHbBIX C HAPYLLUEHUAMM
obmeHa naktosbl (MCM6 (-13910 T>C))
MpenpacnoNoKeHHOCTb K bpoHxmnanbHoi actme (SERPINEL (PAI-1): -675 5G>4G, IL-6: -174 G>C, IL-10: -1082
G>A, IL-4: -589 C>T, IL-4: -33 C>T, IL-4R: 1902 A>G (GIn576Arg))

CucTemMHble reHeTUYeCKue PUCKM
Pa3BepHyTOE reHeTUYecKkoe obcnenoBaHme ana xKeHuwmnHbl (GNB3: 825 C>T (Ser275Ser), AGT: 704 (803) T>C
(Met235Thr), AGT: 521C>T (Thr174Met), AGTR1: 1166 A>C, AGTR2: 1675 G>A, CYP11B2: -344 C>T, FGB: -455
G>A, F2: 20210 G>A, F5: 1691 G>A (Arg506GIn), SERPINE1 (PAI-1): -675 5G>4G, ITGA2: 807 C>T (Phe224
Phe), ITGB3: 1565 T>C (Leu33Pro), MTHFR: 677 C>T, MTHFR: 1298 A>C, MTR: 2756 A>G (Asp919Gly), MTRR:
66 A>G (lle22Met), VDR: 283 A>G (Bsml), LPA: T>C (lle4399Met), FTO: T>A (IVS1), PPARG: 34 C>G
(Pro12Ala), KCNJ11: C>T (Glu23Lys), IL-6: -174 G>C, IL-10: -1082 G>A, IL1A: -889 C>T, IL1B: 3953 C>T, IL1B: -
511 C>T, IL-4: -589 C>T, IL-4: -33 C>T, IL-4R: 1902 A>G (GIn576Arg), BRCA1:185delAG, BRCA1:4153delA,
BRCA1:5382insC, BRCA2:6174delT)
Pa3BepHyTOE reHeTMYecKkoe obcneaoBaHne gnsa My»KunHol (AGTR1: 1166 A>C, AGTR2: 1675 G>A, CYP11B2: -
344 C>T, FGB: -455 G>A, F2: 20210 G>A, F5: 1691 G>A (Arg506GIn), ITGA2: 807 C>T (Phe224 Phe), ITGB3:
1565 T>C (Leu33Pro), MTHFR: 677 C>T, MTHFR: 1298 A>C, MTR: 2756 A>G (Asp919Gly), MTRR: 66 A>G
(Ile22Met), PPARG: 34 C>G (Pro12Ala), VDR: 283 A>G (Bsml), FTO: T>A (IVS1), LPA: T>C (lle4399Met),
SREBF2: 1784 G>C (Ala595Gly), IL-6: -174 G>C, IL-10: -1082 G>A, IL1A: -889 C>T, IL1B: 3953 C>T, IL1B: -511
C>T, IL-4: -589 C>T, IL-4: -33 C>T, IL-4R: 1902 A>G (GIn576Arg))
KapauoreHeTtuka. lmnepToHua.
OnpeaeneHne NoAMMopdU3MOB, aCCOLMMPOBAHHbBIX C PUCKOM Pa3BUTUSA apTepuasibHOM runepTeH3um (9
nonumopduamos: ADD1 (1378 G>T (Gly460Trp)), AGT (704(803) T>C (Met235Thr)), AGT (521 C>T
(Thri74Met)), AGTR1 (1166 A>C), AGTR2 (1675 G>A), CYP11B2 (-344 C>T), GNB3 (825 C>T (Ser275Ser)),
NOS3 (-786 T>C), NOS3 (894 G>T (Glu298Asp)))

KapauworeHetuka. Tpombodunua.

OnpeaeneHve NoMMOpPPM3IMOB, aCCOLMMPOBAHHBIX C PUCKOM Pa3BuTMA Tpomboduamm (8 nonmmopdmsmos:

F2-npoTpombuH (20210 G>A), F5-npoakuenepuH (1691 G>A (Arg506GIin)), F7-npokoHBePTUH/KOHBEPTUH
(10976 G>A (Arg353GIn)), F13A1-dubpunasa (G>T (Val34Le)), FGB-dpubpuHoreH (-455 G>A), ITGA2-a2-
nHTerpuH (807 C>T (F224F)), ITGB3-b3-uHTerpun (1565 T>C (L33P)), PAI-1-cepnuH (-675 5G>4G))

leHeTUKa meTabonmama ¢onatos.
OnpeaeneHve NoAMMOPPM3IMOB, aCCOLMMPOBAHHBIX C HApyWweHUAMMU GONATHOTO LMKAa (4 nonnmopdusma:
MTHFR (677 C>T (A222V)), MTHFR (1298 A>C (E429A)), MTR (2756 A>G (D919G)), MTRR (66 A>G (122M)))

5-6 p.a.

5-6 p.a.

5-6 p.a.

5-6 p.a.

5-6 p.a.

5-6 p.a.

5-6 p.a.

5-6 p.a.

2.800

800

2.500

7.500

5.700

3.000

1.550

2.200



39.36

39.37

39.38
39.39
39.40

39.41

39.42
39.43

39.44

39.45

39.46

39.47

39.48

leHeTUYeCKM pUCK aTepockneposa n UBC, npeapacnonoxKeHHocTb K gucamnuaemun (SREBF2: 1784 G>C
(Ala595Gly), LPL: 1595 C>G (S447X), LPL: A>G (Asn291Ser), ABCA1: 1051 G>A (Arg 219 Lys), APOE: T>C
(Cys158Arg), LPA: T>C (lle4399Met), MTR: 2756 A>G (Asp919Gly), MTRR: 66 A>G (lle22Met), NPY: A>G
(Leu7Pro), FGB: -455 G>A, F5: 1691 G>A (Arg506GIn), SERPINE1 (PAI-1): -675 5G>4G, ITGA2: 807 C>T
(Phe224 Phe), ITGB3: 1565 T>C (Leu33Pro), F13: G>T (Val34Leu), F7: G>A (Arg353GlIn))

leHeTMYecKan NpeapacnoNoXeHHOCTb K MHPaPKTy MMOKapaa, 6 nonmmopdusmos: F7 (G10976A), ITGB3
(PIA1/PIA2), ACE (Ins/Del), APOE (*E2*E3*E4), NOS3 (Glu298Asp), F2 (G20210A).
NHrmbuTop aktueaTopa nnasmuHoreHa (SERPINE1 (PAI-1)-675 5g/4G
AHanus nonMmopodunsmos B reHax F2 un F5 (pakTopbl cBEPTbIBAOLLEN CUCTEMDI)
leHeTu4YecKas 0bycNOBAEHHOCTb CU/bl BOCNanuTenbHou peakumm (IL-6: -174 G>C, IL-10: -1082 G>A)
OnpepeneHuve BapuaHToB B reHe ApoE
(ApoE (*E2,*E3,*E4; T388C; Cys112Arg; ApoE epsilon 4; SNP92-APOE; C526T; Arg158Cys; 2198C>T)
OnpepeneHune BapuaHToB B reHe ApoC3
(3 nonmmopdomsma: ApoC3 (C-482T), ApoC3 (T-455C), ApoC3 (C3238G))
OnpeaeneHne BapuaHTa B reHe PON1 (GIn192Arg; Q192R)

OHKOIOrMYecKuin puck
Onyxonu mosioyHom xenesbl - BRCA. Onpeaenernne nonnmopodmsmos reHos BRCAL1 n BRCA 2 (8
nonumopousmos: BRCA1L (185delAG, 4153delA, 5382insC, 3819delGTAAA, 3875delGTCT, 300T>G(Cys61Gly),
2080delA), BRCA2 (6174delT))
Onyxo/1M MOJIOYHOWM Kenesbl U AUMYHUKOB - PACLUMPEHHbIN KOMNEKC: onpeaeneHme myTaumi B reHax
BRCA1/2, FGFR2 1 CHEK2
(21 nonumopdursm: BRCA1 ((185DelAG; 65Del), (5382InsC), (4153DelA; 4154DelA), (A1708E/V;
Alal1708Glu/Val), (Arg1699Trp; R1699W), (C61G; Cys61Gly; C61G/R; Cys61Gly/Arg)), BRCA2 ((6174DelT),
(Asn372His; N372H), (Asn991Asp; N991D)), CHEK?2 ((1le157Thr; 1157T), (1-bp Del, 1100C; 1100DelC),
(Pro85Leu; P85L), (Arg181His; R181H), (Glu239Lys/Ter; E239K/X), (Arg181Cys; R181C)), FGFR2 ((rs1219648),
(rs2981578), (rs7895676), (rs2981582), (rs3135718), (rs2981579)))
PUCK pa3BUTMA ONyxonen MosIOYHOM Kenesbl Ha GoHe NpMema opasnbHbIX KOHTPALLENTUBOB (8
nonmmopousmos: AR ((CAG)n repeat; (3bp)n, Short/Long (S/L); BRCA1 ((185DelAG; 65Del), (5382InsC),
(4153DelA; 4154DelA), (A1708E/V; Ala1708Glu/Val), (Argl699Trp; R1699W)), BRCA2 ((6174DelT),
(Asn991Asp; N991D)))
YyBCTBUTENBHOCTL  CTEPOMAHBIX PeLenTopos (IcTporeH, nporectepoH), 5 nonnmopoumsmos: ESR1 (Xbal
polymorphism; Pvull polimorphism; Btgl polymorphism), PGR (PROGINS allele; rs608995).
leHeTUYecKas NpPeapacnoNoKEHHOCTb K paKy WeKn matku (6 nonnmopdusmos: MTHFR (C677T), TP53
(Arg72Pro), PTEN (rs587776667), EPHX1 (Tyr113His), TLR2A (-15607G), TLR4 (Thr399lle))

5-6 p.a.

5-6 p.a.

5-6 p.a.

7-8 p.4o.

7-8 p.4.

3.400

12.500

850
1.800
4.000

5.700

7.500
4.650

3.500

26.000

15.000

8.700

12.000



39.49

39.50

39.51

39.52

39.53

39.54

39.55
39.56

39.57

39.58

39.59

39.60

39.61

NccnepgoBaHue nonnmopdunamos B reHe TP53 (Arg72Pro; R72P; p53 codon 72) (onyxonv MONIOYHOM Xenesbl)

NccnepoBaHue Koanpyowmx sKk30HOB reHa MLH1 (HENoAMNO3HbIN paK TONCTOM KULKM, PaK Kenyaka, pak
Tena matku, 4 nonumopodusma: MLH1 ((His329Pro; H329P), (Pro648Ser; P648S), (Ala681Thr; A681T), (G-
93A))

leHeTUYecKas NpeapacnoNoKEHHOCTb K HAaCNeACTBEHHOMY HEMOJ/IMNO3HOMY KONOPEKTabHOMY PaKy
(cMHgpom J/InHua). UccnegoBaHne KogMPYOLWMX 3K30HOB reHa MSH2, 8 nonnmopdusmos: MSH2 ((C1168T;
Leu390Phe), (rs2059520), (T-118C), (G9C), (T-6C), (A12G), (G1032A; Gly322Asp), (G1906C; A636P))

leHeTUYecKas NpespacnoNoKEHHOCTb K CEMEMHOMY a,eHOMATO3HOMY NOANNO3Y TOICTON KULWKMK, 6
nonumopousmos: APC (1309Del5; lle1307Lys; Glu1317GIn; 1061Del5), MUTYH (Gly396Asp; Tyr165Cys).

NccnepoBaHMe KOAMPYHOLWMX 9K30HOB reHa MSH6 (HenonMnosHbIl pak TONCTOM KULLKK, PaK KenyaKa, pak
Tena maTku, 4 nonumopodusma: MSH6 ((Gly39Glu; G39E), (rs1800932), (G-101C), (G-556T)))

NccnepoBaHuMe Koampytowmx sk3oHoB reHa APC (afeHoMaTO3HbI NOAMMNO3, NOIMNO3HbIN PaK TONCTOM
KULLIKK, gecmoungHble onyxonu, 4 nonumopousma: APC ((1309Del5), (lle1307Lys; 11307K; 1le1289Lys),
(Glu1317GIn; E1317Q; Glu1299GIn), (1061Del5)))

NccnepoBaHue Koanpytowmx sk3oHos reHa MUTYH (ageHomaTo3HbI NOAMMNO3, NOINMMNO3HbIN paK TONCTOM
KULLIKK, AecMonaHble onyxoau, 2 nonmmopodmsma)

OnpeaeneHne nonnmopodmsma B reHe K-Ras (KogoHbl 12/13) (pak TONCTON KULLKK, paHHME CTaann)
KonopeKkTtanbHble onyxonu - passepHyToe uccnegosaHue (20 nonmmopdusmos: ApoE (*E2,*E3,*E4; T388C;
Cys112Arg; ApoE epsilon 4; SNP92-APOE; C526T; Arg158Cys; 2198C>T), CYP2E1 ((C-1053T; CYP2E1*5B), (G-
1293C; CYP2E1*5B)), DPYD ((Met166Val; M166V), (DPYD*9A; Cys29Arg; C29R)), EPHX1 ((Tyr113His; Y113H),
(His139Arg; A416G)), F5 (Factor V Leiden; G1691A; Arg506GIn), HMGCR (rs12654264), IL6 (G-174C), LEPR
(GIn223Arg; Q223R), MLH1 (G-93A), MTHFR ((C677T; Ala222Val; A222V), (A1298C; Glu429Ala; E429A)), MTR
(Asp919Gly; A2756G), MTRR (lle22Met; A66G), NQO1 (Pro187Ser; C609T; NQO1*2), TP53 (Arg72Pro; R72P;
p53 codon 72), VDR (b/B; Bsml Polymorphism))

leHeTMYecKan NpeapacnofioXeHHOCTb K paKy )Kenyaka, 14 nonmmopousmos: GSTT1 (Null genotipe), MTHFR
(C677T), MTRR (lle22Met), CDH1 (C-160A; rs17690554), HFE (His63Asp), ADD1 (Ser586Cys), ADH1B
ADH1B*1/*2 (Arg48His), CDH1 (C2076T), FCGR2A (His131Arg), MSH2 (C1168T), NAT2 (Gly286Glu), TNF (G-
308A), IL10 (T-819C).

leHeTUYecKas NpeapacnoNoKEHHOCTb K paKy NOAMKENYyA04HOM XKenesbl, 2 nonmmopdusma: SOD2 (Vall6Ala),
CFTR (F508Del).

NccnepoBaHue Koaunpytowmx sk3oHoB reHa CDH1 (pak kenygka, 3 nonmmopoumsma: CDH1 ((C-160A; A-284C),
(C2076T), (rs17690554)))

NccnepoBaHue Koamnpytowmx sk3oHoB reHa BRCA2 (pak npeacratensHowm Kenesbl, 3 nonmmopdusma: BRCA2
((6174DelT), (Asn372His; N372H), (Asn991Asp; N991D)))

5-6 p.a.

5-6 p.a.

5-6 p.a.

7-8 p.4o.

5-6 p.a.

5-6 p.a.

5-6 p.a.
5-6 p.a.

5-6 p.a.

7-8 p.4.

7-8 p.4o.

5-6 p.a.

5-6 p.a.

4.600

9.100

13.200

10.000

8.900

8.900

5.850
5.200

30.000

22.000

5.200

6.700

6.700



39.62

39.63

39.64

39.65

39.66

39.67

39.68

39.69

39.70

39.71

NccnepoBaHue Koampytowmx sk3oHoB reHa BRCA1 (pak npeacratenbHoM Kenesbl, 6 nonMmopdmusmos:
BRCA1 ((185DelAG; 65DelT), (5382InsC), (4153DelA; 4154DelA), (A1708E/V; Alal1708Glu/Val), (Arg1699Trp;
R1699W), (C61G; Cys61Gly; C61G/R; Cys61Gly/Arg)))

leHeTUYecKas NpeapacnoNoKeHHOCTb K menaHome (6 nonnmopdusmos: CDK (101VS2+171A>G), TYR
(rs10765198; rs11018528; rs1847134; rs10830236; Argd02Gln).

FeHeTMYecKan Pacno/IoKEeHHOCTb K KapLMHOME WMTOBUAHOM Kenesbl (MeaynnapHon): onpeaeneHune
mMmyTaumii B reHe RET, 4 nonmumopdumama: RET ((Cys611; Cys611Trp), (Cys618; Cys618Ser/Arg), (Cys609;
Cys609Tyr/Arg), (Cys634; Cys634Gly/Tyr/Ser/Phe/Arg/Trp)))

[uarHoctmka cemeinHoro MeayanapHoro paka WMToBUAHOM xenesbl n cnHapomos M3H 1 un 2A, 2B

Puck pa3sutma nerikemmnn. OnpegeneHune noMmMopPpuMoBs, acCOLMMPOBAHHBIX C PUCKOM Pa3BUTUA NeiKo3a
(9 nonumopdomsmos: IL4 (C-589T; C-590T), MLH1 (G-93A), MTHFR (C677T; Ala222Val; A222V), MTHFR
(A1298C; Glu429Ala; E429A), NQO1 (Pro187Ser; C609T; NQO1*2), NQO1 (Argl139Trp; C465T; NQO1*3),
PTGS2 (-1424A>G (COX2 -1195G>A)), PTPN22 (Arg620Trp; R620W), SOCS1 (rs243327))

FeHeTUUYeCKUIA PUCK HApYLLUEHUA PenpoayKTUBHOM GYHKLUM
My:kckoe becnnoamne: OnpeneneHne reHeTUYEeCcKUX NPUYMH azoocnepmmnmn (MuKpogeneunm Y-XxpomoCcoMbl
no nokycam AZF (a,b,c): AZFa (sY84, sY86, sY615); AZFb (sY127, sY134, sY142, sY1197); AZFc (sY254, sY255,
sY1291, sY1125, sY1206, sY242))
leHeTMYecKan YyBCTBMTENbHOCTb K aHgporeHam (4 nonnmopousma B reHe AR: AR ((CAG)n repeat; S/L), AR
(E211G/A; AR-E211G>A; [E211G>A]), AR (rs6625163), AR (rs2223841))

FeHeTMYecKan NpeapacnoNioXeHHOCTb K TMpcyTU3my 1 runepaHgporernn (CYP21A2CYP21A2*8 (Pro30Leu))

eHckoe 6ecnnoaue.

OnpeaeneHne NnonMmopdmU3MOB, aCCOLMUPOBAHHbBIX C Pa3BUTUEM XKeHCcKoro becnnogma (7
nonmmopousmos: AR (E211G/A; AR-E211G>A), AR (rs6625163), AR (rs2223841), AR ((CAG)n repeat; (3bp)n,
Short/Long (S/L)), SRD5A1 (rs1691053); Polyglycine repeat, Short/Long (S/L)), CYP17A1 (A2 allele; T-34C),
SERPINE1 (4G/5G; PAI1: 4G/5G; Ins/Del G))

leHeTUYecKas NpeapacnoNoKEHHOCTb K aHAOMeTpMOo3y, 5 nonnmopdusmos: TNF (G-308A), TP53 (Arg72Pro),
IL6 (G-174C), CYP17A1 (A2 allele)

5-6 p.a.

7-8 p.4o.

5-6 p.a.

9-10 p.A.

5-6 p.a.

5-6 p.a.

7-8 p.4o.

7-8 p.4o.

5-6 p.a.

7-8 p.A.

12.500

10.000

7.500

7.500

18.500

2.700

7.800

4.600

12.200

9.000



39.72

39.73

39.74

39.75

39.76

39.77

39.78
39.79

39.80

leHeTMYecKan Npeapano/IoXKEeHHOCTb K HapyLLEHMIO MMMNaHTauumK ambpuroHa (6nractoumctsl) (16
nonumopousmos) (ESR1 Xbal Polymorphism A-351G [IVS1-351A>G]; ESR1 (Pvull Polymorphism T-397C, -
397T>C); TP53 (Arg72Pro; Ex4+119C>G; Pro72Arg); SERPINE1 (4G/5G; PAI1: 4G/5G; Ins/Del G); F7
(G10976A; Arg353GIn); F2 (G20210A; Ex14-1G>A; *97G>A); F5 (Factor V Leeiden; G1691A; Arg506GIn);
HTR1A (C-1019G; -1019C/G); LIF (Val64Met; Val86Met; 3400 G/A; G3400A); LIF (rs929271); MDM2 (T-410G; -
410T>G; SNP309; SNP309T>G); MDM4 (rs1563828); PTGS2 (G-765C; -765G>C); SLC6A4 (L/S; Long/Short; 44-
bp Ins/Del); TNF (TNF-308; G-308A; -308G/A); USP7 (rs1529916; Hausp-A))
bepemeHHOCTb - KOMNEKC.
OnpeaeneHne NoAMMOpPGM3IMOB, aCCOLMMPOBAHHBIX C PUCKOM HEBbIHAWMBAHUA BepemeHHOCTH (12
nonvmopousmos: F2-npotpombuH (20210 G>A), F5-npoakuenepuH (1691 G>A (Arg506GIn), F7-
NPOKOHBepPTUH/KoHBePTMH (10976 G>A (Arg353GIn)), F13A1-¢pmbpuHasa (G>T (Val34Le)), FGB-¢pubpuHoreH
(-455 G>A), ITGA2-a2-unterpuH (807 C>T (F224F)), ITGB3-b3-uHTerpuH (1565 T>C (L33P)), PAI-1-cepnuH (-
675 5G>4G), MTHFR (677 C>T (A222V)), MTHFR (1298 A>C (E429A)), MTR (2756 A>G (D919G)), MTRR (66
A>G (122M)))
Puck npeaknamncuu.
OnpeaeneHue BapunaHToB B reHax AGT (Met235Thr; M235T; Met268Thr; M268T), ACE (Ins/Del, Intron 16;
289bp Alu-Ins/Del)
FeHoAMarHOCTMKa agpeHOreHUTaNbHOro CUHAPOMA
(11 myTauuii B reHe CYP21A2)

Apyrne KomnaeKcHble reHeTUYeCK1e uccneoBaHuUA
MpeApacnofoxXeHHOCTb K NapogoHTo3y (IL-1A: -889 C>T, IL-1B: 3953 C>T, IL-1B: -511 C>T)

Komnnekc "Anoneumns"

(15 nonumopdusmos: AR ((CAG)n repeat; S/L), AR ((GGN)n repeat; S/L), AR (E211G/A; AR-E211G>A), AR
(rs6625163), AR (rs2223841), EDA2R (rs1352015), EDA2R (Arg57Lys; R57K), IL1B (C3954T; C3953T; Taq|l
Polymorphism), ILIRN (L/S; Allele 2; 86-bp VNTR intron 4), IL6 (G-174C), LOC100270679 (rs1160312),
LOC100270679 (rs913063), MIF (G-173C; 173G>C), NC-000020.10 (rs2180439), PTPN22 (Arg620Trp; R620W))
leHeTMYecKan NpeapacnofioXEHHOCTb K aTOMMYecKomy aepmaTtuTy, 5 nonmmopduamos: GSTT1 (Null
genotipe), GSTM1 (Null genotipe), FLG (P478S), 1110 (A-1082G), TNF (G-308A).

leHeTUYecKas NpeapacnoNoKEHHOCTb K ncopurasy, 2 nonumopousma: 1110 (A-1082G), TNF (G-308A).
Komnnekc "AkHe"

(13 noaumopdusmos: AR ((CAG)n repeat; S/L), AR ((GGN)n repeat; S/L), CYP17A1 (A2 allele; T-34C), CYP21A2
(CYP21A2*15; Val281Leu; V281L), CYP21A2 (CYP21A2*10; Del 8 bp E3), CYP21A2 (CYP21A2*9; A/C655G),
CYP21A2 (CYP21A2*8; Pro30Leu; P30L), CYP21A2 (CYP21A2*11; lle172Asn; 1172N), CYP21A2 (CYP21A2*17;
GIn318Ter; Q318X), CYP21A2 (CYP21A2*18; Arg356Trp; R356W), CYP21A2 (CYP21A2*19; Pro453Ser; P453S),
FSHB (Tyr76Ter; Y76X; Tyr94Ter; Y94X), IL1A (G4845T), NOD1 (T-160C; G796A), TNF (TNF-308; G-308A))

7-8 p.4o.

5-6 p.a.

5-6 p.a.

7-8 p.4o.

5-6 p.a.

5-6 p.a.

7-8 p.4o.
7-8 p.A.

5-6 p.a.

23.500

3.300

4.950

8.000

1.600

21.200

9.200
6.500

21.000



39.81

39.82

39.83

39.84

39.85

39.86

39.87

39.88

CnopTuBHaA reHeTUKa

leHeTMYecKan NpeapacnofioXeHHOCTb K CMOPTUBHOM Tpasme, 6 nonnmopodusmos: COL1AL (Spl-
polymorphism), COL1A1 (G-1997T), COL5A1 (BstUI RFLP), VDR (b/B), TNC (lle1677Leu), TNC (A>G)
Bbibop cnopTa: cnioBoi nan ckopoctHol, 4 nonnmopdusma: ACE (Ins/Del), AGT (Met235Thr), PPARG
(Pro12Ala), ACTN (Arg557Ter).
FeHeTUYeCcKan NPeapacnoNOKEeHHOCTb K BbICOKOMW BbIHOCAMBOCTH, 3 noanmopdusma: ACE (Ins/Del), NOS3
(4b/a), PPARA (Intron 7C/G).

OTcTaBaHue pasBUTUA Y AeTeil U INUAencumn AeTCKoro Bo3pacra
MoneKynapHbIA CKPUHUHT XPOMOCOMHbIX aHOMANNIA:
Tpucomuu: c-m AayHa (Tprcomums 21 xp.), c-m dasapaca (Tpucomms 18 xp.), c-m MNatay (Tpucomma 13 xp.);
HapyweHue uncna X-xpomocom: c-m KnanHdenoTepa, c-m LLepewesckoro-TepHepa, C-mM TPOMHOMN X-
XPOMOCOMbI;
CybTtenomepHble geneunn: gucmopdmnyeckme U3SMeHeHna U OTCTaBaHMe Pa3BUTUA

MoONeKyNAPHbIA CKPUHWUHT Ha MUKpoAeneunn/MUKpoaybanKaumm XpoMoCcom:

MuKpogeneumn n mukpoaynamkaumm: c-m Auxopaxm, c-m MNpagepa-Bunnm n c-m AHrenbmaHa, c-m
KOLLAybero KpuKa,

c-m Bunbamca-boripeHa n ap. natonoruu;

HapyweHue uncna X-xpomocom: c-m KnanHopenoTepa, c-m LLepewesckoro-TepHepa, C-mM TPOMHOMN X-
XPOMOCOMbI

MoneKynapHoe nccaegoBaHme Yncaa X-xpomocom:

C-m KnatHodenbTepa: oTcTaBaHue passutua, becnnoamne;

C-m LepewescKkoro-TepHepa: oTCTaBaHWe pa3BuTUA, becnaogme, ropMOHaIbHblE U3MEHEHUA,
HU3KOPOCNOCTb;

C-M TPOMHOM X-XPOMOCOMbI: OTCTaBaHWe PA3BUTUA, TOPMOHA/IbHbIE U3MEHEHUA

lfeHoguarHocTMka cuHapoma MapTtuHa-benna (nomkasa X-xpomocoma)
3akno4eHue No reHeTUYeCKUM UccNeaoBaHUAM

AHaNMTMYECKOe 3aKN04YeHMe Bpada-reHeTuKa no ogHomy npodunto

OUATHOCTUYECKUE NPOPUNU MCCI'IE,CI,OBAHMI71
KomnneKcHble aHanu3bl ana aerten

7-8 p.4o.

7-8 p.4o.

7-8 p.4o.

9-10 p.A.

9-10 p.A.

7-8 p.4o.

7-8 p.A.

5-8p.a.

10.500

8.500

7.500

8.600

8.600

4.000

4.700

1.500



40.1

40.2

40.3

40.4

40.5

Npodunb «MHPEKLUN Y HOBOPOIKAEHHDIX - BUOXMMUUECKUAY
1-CPb

2 - Anbda-1-Kncablii MKONPOTEUH

3 - Anbda-1-aHTUTPUNCUH

4 - [anTornobuHx

Npodunb «Moit pebeHOK ngeT B caguK Unm B LUKOAY»

1 - O6wumit aHanu3 Kposu (CBC/Diff - 5 ppaKkumit nekoumnToB)

2 - CO3 (BecteprpeH)

3 - [noKo3a

4 - O6WwMmMin aHanM3 Mmoum

5 - UccnepoBaHuMe Kana Ha npocTeinwne 1 Anua renibMMHTOB (MUMKPOCKONUS)
6 - WccnepoBaHue Ha 3HTePobMO3 (MMKpOCKONUSA)

Npodunb «Mpodpunakruuecknii ana perteii ot 0 go 1 roga»
1 - O6wmit aHanus Kposu (CBC/Diff - 5 dpaKkumit neliikoumToB)
2 - CO3 (no BecteprpeH)

3 - O6bwmnit aHann3 moumn

4 - O6wmit aHanm3 Kana (Konporpamma)

5-¥Yrnesoapl B Kane

6 - Moces Kana Ha gucbakTepmos

7 - OnpeaeneHune 4yBCTBUTENbHOCTM K BakTepmodaram BbliaeIeHHOTO MUKPOOpraHnuama (6aktepumn)

MNpodunb «AMarHocTuka paxuta y geteit o 5 net»

1 - NapaTMpeonaHbIt FOPMOH (NapaTropMOH), MHTAKTHbIN
2 - Kanbuuit obwmin

3 - Kanbuuit MIOHM3MPOBaAHHbIN (Ca++)

4 - 25-OH ButamuH D obwmit (25-rugpoKkcmkanbumdepon)
5 - docdop B moue (pasosas nopums)

6 - Kanbuuii B Mo4e pa3oBoit (ToNbKo ana aetent go 5 net!)

MNpodunb «KUMMYHUTET K AETCKUM UHPEKLUAM»

1 - AT k Bupycy Bapuuenna-3octep IgG (Konuu.)

2 - AT K BUpYycy Kopw IgG (Measles 1gG) (nonykon)

3 - AT K Bordetella pertussis IgG (B036yanTenb KokAtoLWwa)

1-2 p.Aa.

1-2 p.Aa.

4-5 p.o.

1-2 p.Aa.

4-5 p.o.

2.500

1.250

3.100

2.700

2.700



40.6

4 - AT K BMpYycy napoTuTa IgG (Mumps IgG)
5 - AT K BMpYycCy KpacHyxu IgG (Rubella 1gG)

Npodunb «ExkerogHoe ob6cnepaosaHue pebeHka»

1 - O6wmit aHanus Kposu (CBC/Diff - 5 dpaKkumit neliikoumToB)

2 - CO3 (no BecTeprpeH)

3 - Obwwmit benok

4 - KpeaTuHUH

5 - MoueBuHa

6 - XonectepuH obwmi

7 - TnoKosa

8 - A/IT (anaHMHammMHOTpaHchepasa)

9 - ACT (acnapTaTammHoOTpaHcdepasa)

10 - BuanpybuH obwmiA

11 - BunnpybmuH Nnpamom (KOHbIOrMPOBaHHbIN)

12 - }ene3o cbiBOPOTOUHOE

13 - WenoyHasa ¢ocdaTasa

14 - Kanbumnit obwmm

15 - TTI yyBCTBUTENbHBIN (TMPEOTPOMHbLIA FTOPMOH)
16 - UmmyHornobynuH E (IgE obwmin)

17 - O6wmit aHanmn3 Kana (Konporpamma)

18 - UccnepoBaHme Ha aHTepobMO3 (MUKpocKonuA)
19 - O6bwmit aHanmM3 Mmouu

1-2 p.Aa.

3.800



MNpodunb «Yacto 6onetowmin pe6eHoK (€ 3aTAXKHbIM Kalunem)»
1 - O6wumit aHanus Kposu (CBC/Diff - 5 ppaKkumit neikoumnToB)
2 - UmmyHornobynuH E (IgE o6wmi)
3 - AT K Chlamydia pneumoniae IgM nonykonuu.
4 - At k Chlamydia pneumoniae 1gG nonykonauny
5 - AT K Mycoplasma pneumoniae IgM
6 - AT K Mycoplasma pneumoniae 1gG
7 - AT Kk Bordetella pertussis IgG (Bo36yanTenb KokatoLwa)
8 - AT Kk Bordetella pertussis IgM (Bo3byauTens KoKntowa)
9 - AT K BMpYycy npocToro repneca 1 Tmna IgG (Herpes (HSV) 1 IgG)( nonykon)
10 - AT K BMpYcy npocToro repneca 2 Tuna IgG (Herpes (HSV) 2 1gG) (nonykon)
11 - AT K BUpYcy npocToro repneca 1 n 2 Tuna IgM (Herpes (HSV) 1+2 IgM)
12 - AT K yuTomeranosupycy IgG (CMV IgG)
13 - AT K unuTomeranosupycy IgM (CMV IgM) (nonykon)
14 - NoceB maTepurana BEPXHUX AbIXaTeNbHbIX NyTe Ha MUKPODAOPY C onpeseneHnem YyBCTBUTENbHOCTU K
aHTMBMoTMKam*(3eB)
MNpodunb «AMarHoCcTMKa MHPEKLLMOHHOTO MOHOHYK/1€03a»
1 - AHTUTeNna K AaaepHOMY aHTUreHy BMpyca dnwTenHa-bapp IgG, EBV EBNA IgG
40.8 2 - AHTUTeNna K KancMaHoOMy aHTUreHy Bupyca InwTeHa-bapp IgM, EBV VCA IgM 1-2 p.o. 1.700
3 - Bupyc dnwrenHa-bapp, AHK  EBV, Kau.
4 - O6wmit aHanm3 kposu (CBC/Diff - 5 dpakumnii neiikountos)
Mpodunb «OcTpble BUPYCHbIE KULLIEYHbIE MHPEKLUNY
1 - SHTeposupyc, PHK Enterovirus, Kau.,
40.9 2 - Potasupyc, PHK Rotavirus A, C, Kau., 6-7 p.Aa. 2.200
3 - Hoposupyc, PHK Norovirus 1 1 2 TMNoB, Kau.,
4 - Actposupyc, PHK Astrovirus, Kau.

40.7 4-5p.A4. 6.000

CepaeyHo-cocyauctaa cuctema



40.10

40.11

40.12

40.13

Npodunb «Kapamopuck»
1- NT-pro BNP
2 - TponoHwuH |
3 - lomoumncTemnH
4 - C-peaKkTUBHbIM 6enok
5 - XonectepuH
6 - Tpurnmuyepugbl
7 - XonectepuH /IMHMN-npamoe onpegeneHune
8 - XonectepwuH MBI
9 - lunonpoTeuH Lp(a)
10 - D-gumep
11 - KpeaTMHKKMHa3a
12 - KpeaTHKnHaza MB
13-n14r
14-nAr-1,2
Npodpunb «Tpomb603bI»
1-D-aumep
2 - AHTUTPOMOBUH-III
3 - KapanoreHetrka Tpombodunusa
MNpodunb «J/iIMnuaHbliA cTaTyc»
1 - XonectepwuH,
2 - XonectepuH JIMHM (npsamoe onpegeneHue)
3 - XonectepwuH JINBIN
4 - Tpurnnuepunabl
5-AN0O Al
6-ANOB
7 - MunonpoTeunH Lp(a)
8 - NHaeKc aTeporeHHOCTH
JiunugHblii Nnpoduab COKPALLLEHHbI:
1 - XonectepwuH,
2 - Tpurnnuyepuabl
3 - XonectepwuH JINBIN
4 - XonectepuH JINHM (npamoe onpeaeneHue)
5 - NHaeKc aTeporeHHOCTH
O6cnepoBaHue NeyeHn

1-2 p.Aa.

1-6p.a.

1-2 p.Aa.

1-2 p.Aa.

7.500

3.000

1.800

650



40.14

40.15

40.16

40.17

40.18

Npodunb «Fenatntbl - CKPUHUHIY

1-Tenatut A: HAV IgM

2 - T'enaTtut B: HBsAg

3 - Fenatut C: aHTU-HCV (cymmapH.)

MNpodunb «Fenatntbl - pacCLUMPEHHDIAR
1-Tenatut A: antn HAV IgM

2 - TenaTtut B: HBsAg

3 - Fenatut C: aHTU-HCV (cymmapH.)

4 - Tenatut D: aHTM-HDV IgM

5-Tenatut E: aHTN-HEV IgM

6 - Fenatut G: PHK HGV (MLP)

7 -Tenatut TT: AHK TTV (NLP)

MNpodunb 6uoxummnyecknini « PyHKUUA neyeHn»
1-ANT

2-ACT

3-TIT

4 - XonnHacTepasa

5 - WenoyHas ¢pocdarasa

6 - BuanpybuH obwmin

7 - BunnpybuH npamon

8 - O6bwunin benok

9 - AnbbymuH

10 - NpeanbbymmH

11 - UepynonnasmuH

dunbporect (HeMHBa3UBHAA AMArHOCTUKA pubpo3a neueHun)
- Boxumunyeckmne nokasatenn paboTbl NeYeH!

- Cneunduueckne 6enkm

- KomnbTepHas 06paboTka gaHHbIX BuolpeankTne

dunbpomakc (HeMHBa3MBHAA PACLUMPEHHAA AMATHOCTUKA NOPAXKeHUI nevyeHun)
- Boxumunyeckme nokasatenn paboTbl Nne4eHn n AMNuAHoro obmeHa

- Cneunduueckne 6enkm

- KomnbTepHas 06paboTka gaHHbIX BuolpeankTne

1-2 p.Aa.

1-5p.a.

1-2 p.Aa.

3-6p.Aa.

3-6p.Aa.

1.100

3.500

3.300

10.350

12.100



FeHopubpoTecT (HeMHBa3uBHaA AMarHocTMKa prubpo3a neyeHu, oLeHKa aKTUBHOCTU
HEeKpPOBOCNA/IUTENbHOIO NpoLecca U NPOorHo3 3¢pPeKTMBHOCTU NPOTUBOBUPYCHOI Tepanuu)
- Boxumunyeckme nokasatenn paboTbl NeYeH!
40.19 - Cneumnduyeckme 6enku 3-6p.Aa. 12.000
- UccneposaHuna PHK supyca renatuta C
- FeHoTnn IL28B
- KomnbTepHas 06paboTka gaHHbIX BuolpeankTmne

CTeaToCKpuH (HeMHBa3UBHaA AMArHOCTUKA CTeaTo3a nevyeHu)

- Boxumunyeckme nokasatenn paboTbl Nne4eHn n AMNuAHoro obmeHa
- Cneunduueckne 6enkm

- KomnbTepHas o06paboTka gaHHbIX BuolpeankTmne

40.20 5-6 p.4. 8.500

Npodunb «PacwmpeHHoe obcnepgoBaHue NevYeHN»
1 - ANT (anaHMHamunHoTpaHcdepasa)

2 - ACT (acnaptaTtamuHoTpaHcdepasa)

3 - ITT (ramma-rnyTamunTpaHcnenTnaasa)

4 - XonnHacTepasa

5 - WenoyHas ¢pocdarasa

6 - BuanpybuH obwmin

7-  BunanpybuH npamoi (KOHbIOrMPOBAHHbIN)
8 - O6bwuin benok

9 - AnbbymuH

10 - NpeanbbymmH

11 - UepynonnasmuH

12 - Anbda-amunasa

13 - Anbda-detonpoTeunH (APM)

14 - NAT (nakTataermaporeHasa)

15 - KpeatnHdocpoKknHaza

16 - MpoTpoM6buH (no Keuky) + MHO

40.21 1-2 p.4. 3.500

O6cnepoBaHMe NoyeKk



40.22

40.23

Npodunb 6Moxmmmnueckn « PyHKLMUA NOYEK»
AHanus Kposu:
1 - MouyeBuHa
2 - KpeaTuHuH
3 - MoueBas Kucnora
4 - O6wmin 6enok
5 - AnbbymuH
6 - Kanunit/Hatpwuii/Xnop
AHanus moumn*:
7 - O6Wwuin aHanM3 moum
8 - benok B moue
9 - MnKpoanbbymmH B moue
10 - KpeaTHUH B moye
11 - MoyeBuHa B moye
12 - MoueBas Kucnota B moye
13 - Kanuii /Hatpuii /Xnop B moue
* - pa3oBas nopuuns Mouu
O6cnepoBaHMe cMcTEMbI NULLEBAPEHUA
Npodunb «PasBepHyTOE 06CNegoBaHMeE CUCTEMbI NULLEBAPEHUAY»
1 - Anbda-amunasa
2 - Anbda-ammnasa NnaHKpeaTUYecKas
3 - /lnnasa
4-ACT
5-ANT
6-ITT
7 - WenoyHas ¢pocdarasa
8 - XonunHacrepasa
9 - bBunnpybuH obwmin
10 - bunnpybuH npamom
11 - AT K Helicobacter pylori IgG (konny.)
Onabet

1-2 p.Aa.

1-3p.a.

2.500

2.200



40.24

40.25

40.26

Npodunb «Puck gnabera»
1 - Inokosa
2 - TNMKO3UANPOBaHHbIM reMornobuH
3 - ®pyKTO3aMMH
4 - UHCYNWH
5-C-nentng
6 - AHTUTEeNa K beTa-KneTkam noaxKenyaouHoM Kenesbl
7 - AHTUTENA K UHCYNHY
8 - AHTUTeNa K rnTamataekapbokcmnase (GAD)
O6cnepoBaHuMe WMUTOBUAHOM XKenesbl
MNpodunb «LLinToBMAHAA }Kenesa - pacliMpPeHHbIN»
1-TTT
2 - T4 cBo60OAHbIN
3 - T3 cBo6OAHbIN
4 -T4 obwuii
5-T3 obwmit
6 - AHTUTEena K TMNO
7 - AHTMTEeNna K TT
8 - AT K peuentopam TTT
9 - TupeornobynuH
PeBmaTtonornyeckoe obcnepgosaHume
Npodunb «PeBmaTtonormyeckunin»
1 - O6wmit aHanus kposu (CBC/Diff - 5 dppaKkumit nelikoumToB)
2 - CO3 (BecteprpeH)
3 - C-peaKTmBHbI Henok
4 - AHTucTpentonnsmH O
5 - PeBmaTonaHbi pakTop
6 - AHTK-L LM
7 - Mou4eBas kucnoTta
8 - C4 KOMNOHEHT KoMMNAeMeHTa
9 - C3 KOMMNOHEHT KoMMNAeMeHTa
10 - AHTUAaaepHbie aHTUTeNa (ANA)
11 - AHTHTeNa K 2-x cnupanbHoi AHK
KocTHbih meTabonunsm

1-6p.a.

1-2 p.Aa.

2-3 p.A.

5.200

3.950

4.700



40.27

40.28

40.29

40.30

Npodunb «KocTHbI meTabonnam-obmeH Kanbuma»
1 - ®ocoop

2 - Kanbunit MOHM3MPOBaHHbIN (Ca++)
3 - 25-OH-Butamunu D

4 - MNapaTropmoH

5 - KanbUWTOHMH

Npodunb «Ecnm 6onAat cycrasbi»

1 - C- peakTuBHbIM 6enok

2 - PeBMaTongHbIi pakTop

3 - MoueBas Kucnora

4 - AHTuctpentonmnsmH O

5 - O6bwmi aHanm3 Kposu

6 - 1g G K xnammamu TpaxomaTuc

7 - NOHM3MPOBAHHbIN KaNbLUMM

8 -docodop

Mpodunb «Octreonopos»

1 - Beta-Cross-Laps

2 - OcTeoKanbumH

3-P1INP

AvarHocTnka aHemumn

Mpodunb «KAHEMUA XPOHUYECKAA»

1 - O6wwmit aHanus kposu (CBC/Diff - 5 ppaKkumii neiikoumToB)

2 - PeTuUKynounTbl

3 - CO3 (BecteprpeH)

4 - Keneso

5 - ene3zocsAasbiBawoLwaa cnocobHOCTb CbIBOPOTKM
6 - TpaHcheppuH

7 - ®eppuTuH

8 - Butamuu B12

9 - donmesas KncnoTa

10 - FanTorno6uH

1-2 p.Aa.

3 p.Aa.

1-11p.a.

1-2 p.Aa.

2.900

1.950

2.400

3.300



40.31

40.32

MNpodunb «Femonus (octpana aHemua)»
1 - O6wmit aHanus kposu (CBC/Diff - 5 dppaKkumit nelikoumToB)
2 - PeTuKynounTbl
3 - CO3 (BecteprpeH)
4 - Keneso
5 - ®epputuH
6 - CPb
7 - Anbda-1-Kncnblii rMKONpPoTenH
8 - NlanTornobuH
Obuiee cocTossiHMe OpraHM3ma
MNpodunb «ExkerogHoe obcnepaosaHue»
1 - O6wmit aHanus kposu (CBC/Diff - 5 dppaKkumit nelikoumToB)
2 - CO3 (BecteprpeH)
3 - O6bwmnit aHaNn3 moumn
4 - HBA1c
5 - XonectepuH
6 - Tpurnnuyepugbl
7 - CPb
8 - O6bwuin benok
9 - Mou4eBuHa
10 - KpeaTuHUH
11 - MouyeBas Kucnorta
12 - ACT
13 -ANT
14-T1TT
15 - WenoyHasa ¢ocdaTasa
16 - bunnpybuH 06K
17 - eppuTuH
18 - MarHuit
19 - Kanbumnit obwmin
20 - 25-OH-ButamuH D
21 - ButamuH B12
22 - donuvesan K-Ta
23 -TTr
24 - T4 cBO6OAHbIM
25 - AT K Helicobacter pylori

1-2 p.Aa.

1-3p.a.

2.700

5.500



40.33

40.34

40.35

MapasutapHble UHBA3UKM (KOMMNJIEKCHOE UCCNe0BaHME): onpeaeneHne CyMMapHbIX aHTUTEN K 1amMbamam
(Giardia lamblia), onuctopxam (Opisthorchis) 1gG, axnHokokky (Echinococcus) I1gG, TokcoKape (Toxocara

canis) 1gG, Tpuxunenne (Trichinella) 1gG, Ackapuae (Ascaris) 1gG, cBuHoMy UenHio (Taenia solium), 3p-A
CymMapHble aHTuTena K Helicobacter pylori
O6cnepoBaHue AnA rocNUTanmnsaumnm
UHeKuumn ana rocnutanmsaymum - CKPMHUHT (KomnaeKkcHoe uccnegosaHue): BUY-Kombo (AT K BUY1D, 2 +
AT), AT K Treponema pallidum (IgG+IgM), HBsAg (Fenatut B), AT K Bupycy renatmuta C (AHTU-HCV, 1-2 p.4.
CYMMapHble)
MNpo¢dunb «Ha onepauyuto»
1 - O6wmit aHanus kposu (CBC/Diff - 5 dpaKkumii nelikoumToB)
2 - CO3 (BecteprpeH)
3 - [pynna KpoBu+pesyc ¢pakTop
4 - AHTU3pUTpPOUUTapHbIe AT
5-ACT
6-ANT
7 - Kanuii/Hatpuin/Xnop
8 - bunnpybuH obwmin
9 - TnoKo3a
10 - O6bwmit benok
11 - KpeaTuHUH 1-2 p.Aa.

12 - MoueBuHa

13 - NpotpombuH no Kemky + MHO

14 - TpombuHoOBOE Bpems

15 - dnbpuHoreH

16 - A4YTB

17 - AHTUTPOMOUH I

18 - BUY-kombo

19 - F'enaTtuTt B: HBSAg

20 - AT K Bupycy renaTtuta C (aHTM-HCV, cymmapH.)
21 - AT K Treponema pallidum (cymmapH.)
22 - O6LWwmnit aHaNn3 moum

2.200

1.200

4.500



40.36

MNpodunb «Ha onepauumio paclumpeHHbIn (+ pucKk aHapunakcum)»
1 - O6wmit aHanus kposu (CBC/Diff - 5 dppaKkumit nelikoumToB)
2 - CO3 (BecteprpeH)
3 - [pynna KpoBu+pesyc ¢akTop
4 - AHTU3pUTPOUUTApHbIe AT
5-ACT
6-ANT
7 - Kanuit /Hatpuit /Xnop
8 - bunnpybuH obwmin
9 - TnoKo3a
10 - O6bwmit benok
11 - KpeaTuHUH
12 - MoueBuHa
13 - NpotpombuH no Kemky + MHO
14 - TpombuHoBOE Bpems
15 - dubpuHoreH
16 - A4YTB
17 - AHTUTPOMOUH I
18 - NaHenb annepreHos "MpegonepaumoHHas”
19 - BUY-kombo
20 - F'enatut B: HBSAg
21 - At K Bupycy renatuta C (aHTM-HCV, cymmapH.)
22 - AT K Treponema pallidum (cymmapH.)
23 - O6Lwmnit aHaNn3 Mmoum
MyKcKoe 3a0poBbe

2-3 p.Ao.

10.500



40.37

40.38

40.39

Mpodunb «My:KcKoe 3a00poBbe»
1-TTr

2 - T4 cBo6OAHbIN

3 - T3 cBo6OAHbIN

4 - AHTUTENa K TUpeonepoKkcnaase
5 - AHTUTEeNa K TMpeornobynmHy

6 - TectocTepoH

7 - TnobynuH, cBA3bIBatOLWMIN NosI0Bble ropmoHbl (FCMT)
8 - TectocTepoH cBOOOAHbIM
9-4rT

10 - 3cTtpaguon

11 - JIOTENHU3MPYIOLLNI TOPMOH
12 - oCr

13 - NponakTuH

14 - MporecTepoH

15 - 17-OH-NporecTtepoH

16 - AHTMMIONNIEPOB FOPMOH

17- UHrnbuH B

18 - MNCA obwui

Komnnekc "MycKkoe 3g0poBbe”: NLP-nccnegoBaHune atmonornm 6aktepmanbHoOro ypetTpura, npocratmuTa
(Enterobacter spp., Enterococcus faecalis, Escherichia coli, Proteus spp., Pseudomonas aeruginosa, Serratia
spp., Staphylococcus aureus, Streptococcus spp., Klebsiella spp.) (MLP) n mnukpockonus no Mpamy

Npodunb «MyKumnHbl nocne 45-Tu»
1- NT-pro-BNP

2 - C-peaKTuBHbI Henok

3 - TomoumncTemnH

4 - MCA obwmit

5 - NCA cBo60AHbIM

6 - TectocTepoH

7-Trcnr

4-5 p.o.

3 p.Aa.

1-2 p.Aa.

8.500

600

4.800



40.40

40.41

40.42

Npodunb «Ona 6yaywmnx nan»
1 - O6wmit aHanus kposu (CBC/Diff - 5 dppaKkumit nelikoumToB)
2 - CO3 (BecteprpeH)
3 - [pynna KpoBu + pe3yc ¢akTop
4 - JIIOTENHU3MPYIOLLMIA TOPMOH
5-oCr
6 - TectocTepoH
7 - TnobynuH cBA3bIBaOLWMIA NooBble ropmoHbl (FCIT)
8 - BU4-kombo
9 - F'enatut B: HBsAg
10 - AT K BMpYycy renatuta C (aHTU-HCV,cymmapH.)
11 - AT K Treponema pallidum (cymmapH.)
12 - At k Chlamydia trachomatis 1gG
13 - AT k Chlamydia trachomatis IgA
*eHcKoe 3p0poBbe
Npodunb «¥eHcKoe 340pOBbE - FOPMOHA/IbHbIN» (PEKOMeHAYeTCA CAaBaTb HA 3-5 AeHb LUKAA):
1-TTT
2 - T4 cBo6OAHbIN
3 - T3 cBo6OAHbIN
4 - AHTUTENa K TUpeonepoKkcnaase
5 - AHTUTEeNa K TMpeornobynmHy
6 - JTloTeMHU3NPYIOLWMIA TOPMOH
7 - ®ONNNKYNOCTUMYANPYIOLWMIA FOPMOH
8 - OcTpaamon
9 - NporectepoH
10 - NponakTuH
11 - AHTMMIONNIEPOB FOPMOH
12 - 17-OH-NporecTepoH
13 - TecTtocTepoH
14 -rcnr
15 - KopTtuson

3-4 p.A.

Komnnekc "eHckoe 3g0poBbe”: MLP - nccneposaHue coctosHna mmkpobmoueHosa Braraamwa
(Lactobacillus spp., Gardnerella vaginalis, Mycoplasma hominis, Ureaplasma species, Mobiluncus curtisii, 3 p.4.
Bacteroides spp., Atopobium vaginae) (MLP) nenmne AHK Trichomonas vaginalis u mMKkpockonua no MNpamy

1-4p.4.

4.100

5.900

600



Mpodunb «¥KeHwmHbI nocne 45»

1-TomouymcteunH

2 - C-peaKTMBHbIM 6e10K (y1bTpauyBCTBUTENbHbIN)

3 - NT-pro BNP
40.43 4 - CA 125 + HE-4 (onyxonun AMYHUKOB) 1-11p.A. 8.200
5 - 3cTtpaamon
6 - Beta-Cross-Laps
7 - OcTeokanbumH
8 - PINP
TORCH-uH$eKuum (KomnnekcHoe uccnepoBaHue):
Toxoplasma gondii IgG (AT K Tokconnasme IgG), Toxoplasma gondii IgM (AT k Tokconnasme IgM), Rubella IgG
(AT K BMpYCY KpacHyxu IgG), Rubella IgM (AT K Bupycy KpacHyxu IgM), CMV IgG (AT K umtomeranosupycy IgG),
CMV IgM (AT K uuTomeranosupycy IgM), Herpes 2 1gG (AT K BMpycy npocToro repneca 2 Tuna IgG), Herpes 1
IgG (AT K BUpYycy npocTtoro repneca 1 tuna I1gG), Herpes(1+2) IgM (AT K BMpycy npocToro repneca 1 1 2 Tuna
IgM)

40.44 1-2 p.pa. 4.600



40.45

Npodunb «Ana byaywmx mam»

1 - O6wmit aHanus kposu (CBC/Diff - 5 dppaKkumit nelikoumToB)
2 - CO3 (BecteprpeH)

3 - [pynna KpoBu + pe3yc ¢akTop

4 - AHTU3pUTPOUUTApHbIe AT

5-TTrl; 6 - T4 cBo60AHbIN

7 - AHTUTEeNa K TMpeornobynmHy

8 - AHTutena Kk TMO

9 - AHTUTena K peuentopam TTT

10 - I'nroKo3a

11 - KpeaTuHUH

12 - MoueBuHa

13 - buanpybuH obwmii

14 - ACT; 15- ANT

16 - dCr

17 - JOTENHU3NPYIOLLNIA TOPMOH

18 - 3cTtpaguon

19 - NponakTuH

20 - TectocTepoH

21 - BUY -kombo

22 - Tenatut B: HBsSAg

23 - AT K Bupycy renatuta C (aHTM-HCV, cymmapH.)
24 - AT K Treponema pallidum (cymmapH.)

25 - AT Kk Chlamydia thrachomatis IgA

26 - AT Kk Chlamydia thrachomatis IgG

27 - AT K BUpYycy npocrtoro repneca 1 v 2 Tuna IgM
28 - AT K BUpYcy npocToro repneca 2 tuna IgG
29 - AT k Toxoplasma gondii IgG

30 - AT Kk Toxoplasma gondii IgM

31 - AT K umTomeranosupycy lgG

32 - AT K umTomeranosupycy IgM

33 - AT K BUpYCY KpacHyxu 1gG

34 - AT K BUpYCY KpacHyxu IgM

35 - O6Lwmnit aHaNn3 moum

1-4p.4.

11.500



40.46

Mpodunb «Ana 6yaywmx mam - pacliMpeHHbIM (BKNOYAeT reHeTUYECKUiA pUCK HeBbIHALLMBAHUA

6epemeHHOCTU)»

1 - O6wumit aHanms Kposu (CBC/Diff - 5 ppakumin nekoumTos); 2 - CO3

(BecteprpeH)

3 - [pynna KpoBu + pe3yc ¢akTop

4 - AHTU3pUTPOUUTApPHbIe AT

5-TTrl; 6 - T4 cBo60AHbIN

7 - AHTUTENa K TMpeornobynmHy

8 - AHTutena Kk TMO

9 - AHTUTena K peuentopam TTT

10 - I'noKo3a

11 - KpeaTuHu1H;12 - Mo4yeBuMHa

13 - buanpybuH obwmii

14 - ACT; 15 - ANT

16 - ©Cr; 17 - 1r

18 - 3cTtpaguon; 19 - MponaktuH

20 - TectocTepoH

21 - BUY -kombo

22 - Tenatut B: HBsAg

23 - AT K Bupycy renatuta C (aHTM-HCV, cymmapH.)
24 - AT K Treponema pallidum (cymmapH.)

25 - AT Kk Chlamydia thrachomatis IgA

26 - AT Kk Chlamydia thrachomatis IgG

27 - AT K BUpYycy npocTtoro repneca 1u 2 tTuna IgM
28 - AT K BUpYcy npocToro repneca 2 tuna IgG
29 - AT Kk Toxoplasma gondii IgG

30 - AT Kk Toxoplasma gondii IgM

31 - AT K umTomeranosupycy lgG

32 - AT K umTomeranosupycy IgM

33 - AT K BUpYCY KpacHyxu IgG

34 - AT K BUpYCY KpacHyxu IgM

35 - O6LWwmnit aHaNn3 moum

36 - bepeMeHHOCTb - KOMNAEKC (reHeTuKa)

5-6 p.a.

12.500



MNpodunb «MnaHMpoBaHMe 6epemeHHOCTU (AUarHOCTUKA YPOreHUTaIbHbIX MHPEKLMNA)»

1 - O6bWwEeKNNHNYECKOE UCCef0BaHME MaTePMana MOYENONOBbIX OPraHOB (KNeTOYHbIM cocTaB, MUKpodaopa)
2 - Boiasnenue JHK Chlamydia trachomatis

3 - Boiasnenune JHK Mycoplasma hominis

4 - BoissneHnune AHK Ureaplasma urealitycum (T960)

5 - BoiasneHune JHK Neisseria gonorrhoeae

6 - Boiasnenme JHK Trichomonas vaginalis

7 - Boiasnenne AHK Mycoplasma genitalium

8 - BoisineHue OHK Bupyca npoctoro repneca 1, 2 Tuna (Herpes simplex virus)

9 - Boiasnenne AHK Ureaplasma parvum

40.47 2-3 p.A. 2.200



40.48

Npodunb «bepemeHHOCTb 1 TpUMeCTp»
1 - O6wuit aHanus Kposu (CBC/Diff - 5 ppakumin nekoumTos); 2 - CO3 (no BecTteprpeH)
3 - O6bwmnit aHann3 moumn
4 - 'pynna Kposwu + pesyc ¢pakTop (RhD)
5 - AHTUTena K pesyc-pakTopy
6 - PnbpuHoreH; 7 - A4TB; 8 - AHTUTPOMOMUH III; 9 - D-gumep
10 - BonyaHOYHbIM aHTUKOAryAAaHT; 11 - NMpoTpombuH(no Keuky) +
MHO
12 - AnbbymuH; 13 - benkosble Pppakumm(anekTpodopes)
14 - BunnpybmuH obwmii; 15 - BUAnMpybuH NPAMON(KOHBIOrMPOBaHHbIN)
16 - KpeaTuHuH; 17 - MoyeBuMHa
18 - C-peaKTUBHbIN 6e10K(BbICOKOYYBCTBUTE/IbHbIN)
19 - MoueBas Kncnota; 20 - XonectepuH obwmin; 21 - Tpuranmuepuapl
22 - JlunonpoTeunHbl BbICOKOW naoTHocTu (/INBM, HDL)
23 - lIunonpoTenHbl HWU3KoM naoTHocTu (JIMHM, LDL) - npamoe onpeaeneHune
24 - C-nentng; 25 - Tnokosa; 26 - PpyKTo3amuH
27 - TnMKo3nnnpoBaHHbI remornobuH(HBALc)
28 -TT; 29 - ANT,; 30 - ACT; 31 - WWenoyHan docdaTasa;
32 - Kanbuuit obwmin; 33 - Kanuia, Hatpuid, Xnop (K+, Na+, Cl-);
34 - docoop; 35 - Maruumi; 36 - Feneso coiBopoToUHOE; 37 - DeppUTHH
38 - donmesan kucnota (ponatnbl); 39 - Butamuu B12
40 - TTT yyBCTBUTENbHbIN (TMPEOTPOMHbIN FOPMOH)
41-T4 cB.; 42 -T3 cB.
43 - BUY-Kombo (HIV): AT K BUpYcy UMMyHOoaedUUMTa YenoBeKa 1, 2 + aHTUreH
44 - AT K Treponema pallidum (IgG+IgM)
HBsAg (aHTUreH «s» BMpyca renaTtuTta B)
45 - AT K Bupycy renatuta C (aHTM-HCV, cymmapHble)
46 - AT K Chlamydia trachomatis 1gG
47 - At Kk Chlamydia trachomatis IgA
48 - AT Kk Toxoplasma gondii IgG (Bo36yanTenb TOKCON1a3mo3a)
49 - AT Kk Toxoplasma gondii IgM (Bo3byauTens Tokconaasmosa)
50 - AT K umTomeranosupycy IgG (CMV IgG)
51 - AT K umtTomeranosupycy IlgM (CMV IgM)
52 - AT K BUpYycy KpacHyxu IgG (Rubella IgG)
53 - AT K BUpYycy KpacHyxu IgM (Rubella IgM)
54 - AT K BUpYycy npocToro repneca 2 Tuna IgG (Herpes (HSV) 2 I1gG)

7-8 p.4o.

9.500



55 - AT K Bupycy npoctoro repneca 1 tuna IgG (Herpes (HSV) 1 1gG)
56 - AT K Bupycy npoctoro repreca 1 n 2 tuna IgM (Herpes (HSV) 1+2 IgM)



40.49

MNpodunb «bepemeHHOCTb 2 TPUMeECTP»

1-06bwuit aHanm3 kposu (CBC/Diff - 5 dpakumit neiikounTos)
2 - CO3 (no BecteprpeH)

3 - O6bwmnit aHaNn3 moumn

4 - AHTUTENa K pe3yc-daKkTopy

5 - dubpuHoreH; 6 - AYTB

7 - AHTUTPOMOMUH IllI; 8 - D-aumep

9 - MpoTpombuH (no Keuky) + MHO

10 - AnbbymuH

11 - Benkosble ¢pakumm (anekTpodopes)

12 - bunnpybuH obwmii

13 - BunnpybmuH npamom (KOHbIOrMPOBaHHbIN)

14 - KpeaTuHuH; 15 - MouyeBuHa

16 - C-peaKTuBHbI 6eN0K (BbICOKOYYBCTBUTEIbHbIN)
17 - MouyeBasa Kucnorta

18 - XonectepuH ob6wwnit

19 - Tpurnnuepuabl

20 - JlunonpoTeunHbl BbICOKOW naoTHocTu (/INBM, HDL)
21 - InnonpoTenHbl HWU3KOoM naoTHocTu (JINMHNM, LDL) - npamoe onpeaeneHune
22 - C-nentng

23 - [noKo3a

24 - ®pyKTO3aMUH

25 - [NMKo3uAnpoBaHHbIM remornobuH (HBA1c)

26 -ITT; 27 - ANT; 28 - ACT

29 - lWeno4yHana pocdaTaza

30 - Kanbuwnit obwmi

31 - Kanuii, Hatpuit, Xnop (K+, Na+, Cl-)

32 - docdop

33 - MarHui

34 - }enes3o cbIBOPOTOYHOE

35 - ®deppuTHH

36 - donnesan knucnota (dbonatbl)

37 - ButamuH B12

7-8 p.4.

8.000



40.50

MNpodunb «bepemeHHOCTb 3 TPUMeECTP»

1-06bwuit aHanm3 kposu (CBC/Diff - 5 dpakumit neiikounTos)

2 - CO3 (no BecteprpeH); 3 - O6wWMit aHaNU3 Mouu

4 - AHTUTENa K pe3yc-daKkTopy

5 - ®ubpuHoreH; 6 - A4TB; 7 - AHTUTPOMBUH IlI; 8 - D-anmep

9 - MpoTpombuH (no Keuky) + MHO

10 - AnbbymuH; 11 - benkosble ppakunm (anektpodpopes)

12 - BunnpyobuH obwmis; 13 - BUuanmpybuH Npsamon (KOHbOTMPOBAHHbIN)
14 - KpeaTuHuH; 15 - MouyeBuMHa

16 - C-peaKTuBHbI 6eN0K (BbICOKOYYBCTBUTE/IbHbIN)

17 - MoueBas Kncnota; 19 - XonectepuH obwmin; 20 - Tpuranmuepuapl
21 - JIunonpoTeunHbl BbICOKOW naoTHocTu (/INBM, HDL)

22 - InnonpoTenHbl HWU3KoM naoTHocTu (JIMHM, LDL) - npamoe onpeaeneHune
23 - C-nentng; 24 - Thokosa; 25 - DpyKTo3amumH

26 - [NMKo3nAnpoBaHHbIM remornobuH (HBA1c)

27 -TTT; 28 - ANT; 29 - ACT

30 - WenoyHasa pocdaTasa; 31 - Kanbumii 0bwmi

32 - Kanuii, Hatpuit, Xnop (K+, Na+, Cl-)

33 - ®docdop; 34 - MarHuit

35 - Keneso cbiBOpoOTOYHOE; 36 - PeppuUThH

37 - donuesasa kucnota (ponatobl); 38 - Butamun B12

39 - TTI 4yyBCTBUTE/IbHbIN (TUPEOTPOMNHbLIN FOPMOH)

40-T4 cB.; 41 -T3 cB.

42 - BUY-Kombo (HIV): AT K BUpYcy UMMyHoaedUUMTa YenoBeKa 1, 2 + aHTUreH
43 - AT K Treponema pallidum (IgG+IgM) HBsAg (aHTureH «s»Bupyca renatuTa B)

44 - AT Kk Bupycy renatuta C (aHTM-HCV,cym.)

45 - At Kk Chlamydia trachomatis 1gG

46 - AT K Chlamydia trachomatis IgA

47 - AT Kk Toxoplasma gondii IgG (B036yanTenb TOKCON1a3mo3a)

48 - AT k Toxoplasma gondii IgM (Bo3b6yauTens Tokconaasmosa)
49 - AT K uutomeranosupycy IgG (CMV IgG)

50 - AT K umTomeranosupycy IgM (CMV IgM)

51 - AT K BUpYycy KpacHyxu IgG (Rubella IgG)

52 - AT K BUpYycy KpacHyxu IgM (Rubella IgM)

53 - AT K BUpYycy npocToro repneca 2 Tuna IgG (Herpes (HSV) 2 I1gG)
54 - AT Kk Bupycy npoctoro repneca 1 tuna IgG (Herpes (HSV) 1 1gG)

7-8 p.4o.

15.500



55 - AT K Bupycy npoctoro repreca 1 u 2 tuna IgM (Herpes (HSV) 1+2 I1gM)
56 - OcTpuon cs.

CeKcyanbHoe 300pOBbe



Npodunb «Tbl u an*
1 - Chlamydia thrachomatis (AHK)
2 - Neisseria gonorrhoeae (OQHK)
3 - Trichomonas vaginalis (AHK)
40.51 4 - Candida albicans/glabrata/krusei (QHK) 3-4p.a. 2.100
5 - Noces Mycoplasma hominis/Ureaplasma spp.
6 - CKpMHUHT Bupyc nanunnomsbl yenoseka (HPV) tun 6,11,16,18, (4HK)
7 - Bupyc npoctoro repneca (HSV) tun 1,2
* - YHMBEpPCaNbHbIN AN MYKUYMH U KEHLLNH
Npodunb «Tbl u an*
1 - Chlamydia thrachomatis (AHK)
2 - Neisseria gonorrhoeae (OQHK)
3 - Trichomonas vaginalis (AHK)
40.52 4 - Candida albicans/glabrata/krusei (QHK) 3-4p.a. 2.100
5 - Noces Mycoplasma hominis/Ureaplasma spp.
6 - CKpMHUHT Bupyc nanunnomsbl yenoseka (HPV) tun 6,11,16,18, (4HK)
7 - Bupyc npoctoro repneca (HSV) tun 1,2
* - YHMBepPCaNbHbIN AN MYXKUYMH U XKEHLLNH
Npodunb «Tbl u an*
1 - Chlamydia thrachomatis (AHK)
2 - Neisseria gonorrhoeae (OQHK)
3 - Trichomonas vaginalis (AHK)
40.53 4 - Candida albicans/glabrata/krusei (QHK) 3-4 p.a. 2.100
5 - Noces Mycoplasma hominis/Ureaplasma spp.
6 - CKpMHUHT Bupyc nanunnomsbl yenoseka (HPV) tun 6,11,16,18, (4HK)
7 - Bupyc npoctoro repneca (HSV) tun 1,2
* - YHMBepPCaNbHbIN AN MYKUYMH U XKEHLLNH
MNpodunb ruHeKonornyeckmum « eHckoe 340poBbeEY»
1 - demodnop-8 (MLP)
2 - Noces Mycoplasma hominis/Ureaplasma spp.
3 - Chlamydia thrachomatis (AHK)
4 - AT K Chlamidya trachomatis IgA*
5 - At k Chlamidya trachomatis IgG*
6 - Bupyc nanunnombl Yyenoseka (HPV) tun 6,11,16,18, (AHK)
* - aHanu3 Kposmn

40.54 1-4p.a. 2.800



40.55

40.56

40.57

MNpodunb ruHeKonornyeckmum « eHckoe 340poBbeE»
1 - demodnop-8 (MLP)
2 - Noces Mycoplasma hominis/Ureaplasma spp.
3 - Chlamydia thrachomatis (AHK)
4 - AT K Chlamidya trachomatis IgA*
5 - At Kk Chlamidya trachomatis IgG*
6 - Bupyc nanunnombl Yyenoseka (HPV) tun 6,11,16,18, (AHK)
* - aHanu3 Kposmn
Onyxonesble 3abonesaHus
MNpodunb «OHKONOIrMUECKUIA YKEHCKUIA - CKPUHUHT (COKPALLLEHHDbI)»
1-P3A
2-Aon
3-CA15-3
4-CA 125
5-CA19-9
6-CA72-4
7-SCC
MNpodpunb «OHKONOTMUECKUIA XKEHCKUA»
1-P3A
2-Aon
3-CA15-3
4 - CA 125 + HE-4 (onyxonn ANYHUKOB)
5-CA19-9
6-CA72-4
7-SCC
8 - Cyfra 21-1
9 - NSE
10 - benok S-100
11 - KanbUWUTOHUH
12 - TupeornobynuH
13 - beTa-2-MuKkpornobynuH
14 - ®eppuTHH
15 - Ocra3a

1-4p.4.

1-2 p.Aa.

1-6p.a.

3.350

4.200

17.500



40.58

40.59

MNpodpunb «OHKONOTMUECKUN }KEHCKUIA - pacLUMPEHHDbIA»
1-P3A

2-AdN

3-CA15-3

4 - CA 125 + HE-4 (onyxonu ANYHUKOB)

5 - Onyxonmn mono4YHol kenesbl - BRCA (reHeTuKa)
6 - SCC

7-CA72-4

8-CA19-9

9-CA242

10 - Cyfra 21-1

11 - NSE

12 - benok S-100

13 - KanbUWUTOHUH

14 - TupeornobynuH

15 - beTa-2-MuKkpornobynmH

16 - ®eppuTuH

17 - OcTa3a

18 - Kanna-uenu ummyHornobynmHos

19 - Nambpa-uenm uMMyHoOrnobynnHos

MNpodpunb «OHKONOTMUYECKUIN MYIKCKOW - CKPUHUHI»
1-AonN

2-Xr4

3 - NCA obwum

4 - MCA cBobogHbIi

5-P3A

6-CA-19-9

7-CA72-4

1-6p.a.

1-2 p.Aa.

25.000

3.200



40.60

41.1
41.2

41.3
41.4

41.5
41.6
41.7
41.8
41.9
41.10
41.11

MNpodpunb «OHKONOTMYECKUA MYKCKOW - paCLUUPEHHbBIAY
1-AonN

2-Xr4

3 - NCA obwum

4 - MCA cBobogHbIi

5-P3A

6 - CA 242

7-CA19-9

8-CA72-4

9-ScCC

10 - Cyfra 21-1

11 - NSE

12 -benok S-100

13 - KanbUWUTOHUH

14 - TupeornobynuH

15 - Beta-2-muKpornobynumH

16 - ®eppuTuH

17 - OcTa3a

18 - Kanna-uenu ummyHornobynmHos
19 - Nambpa-uenm uMMyHoOrnobynnHos

[OunarHoctnka uH$eKUMoHHbIX 3a6oneBaHuMi

PMM Bo3byautens cupmnmca, - akcnpecc
BWY, a/T - akcnpecc
BUM

NabopaTtopHoe uccnegosaHme Ha BUY-uHdpekumio
PedepeHc-guarHocTnka BUY nHbekumnm

Cudpunuc
Cudwnnuc: peakuma PMIM
Cudwunuc: PMrA
Bosbyautens cudunmca (Ub)
Bo3byantennb cudumnnca AT IgG
Bosbyautenn cupmamca RPR
Bo3byautens cupunnca AT K TpenoHeme IgM(NDA)
Bo3byautens cupunnca AT K TpenoHeme IgM(UDA) cymmapHble

1-6p.a.

~
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21.500
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